
AT5G10330 = NP_568226 NP_001031867 NP_177337 Q949X3 CAB96689 AAG52232 AAK92767 AAM51330 EMB2196; histidinol-phosphate tra
AAT74595 Alyssum lesbiacum imidazole acetol-phosphate aminotransferase

O82030 Nicotiana tabacum CAA70403 HIS8_TOBAC Histidinol-phosphate aminotransferase, chloroplast precursor (Imidazole acetol
Q9FEW2 Nicotiana plumbaginifolia CAC20728 HIS8_NICPL Histidinol-phosphate aminotransferase, chloroplast precursor (Imidazol
XP_506935 Oryza sativa (japonica cultivar-group) XP_467409 AAL87150 BAD08119 PREDICTED OSJNBb0060O16.41 gene product/putat

Ppa_AT5G10330_6_2
Smo_AT5G10330_3_1
Smo_AT5G10330_4_1

1382_Cre
gnl|CMER|CMT439C_probable_histidinol-phosphate_aminotransferase

ZP_00767279 Chloroflexus aurantiacus J-10-fl EAO59666 Histidinol-phosphate aminotransferase/Histidinol-phosphate aminotran
ZP_01138752 Dehalococcoides sp. BAV1 EAR33728 Histidinol-phosphate aminotransferase/Histidinol-phosphate aminotransferas
YP_307886 Dehalococcoides sp. CBDB1 Q3ZXL8 CAI82970 histidinol-phosphate aminotransferase/HIS8_DEHSC Histidinol-phosphat

YP_181570 Dehalococcoides ethenogenes 195 Q3Z879 AAW39899 histidinol-phosphate aminotransferase/HIS8_DEHE1 Histidinol-phos
NP_623698 Thermoanaerobacter tengcongensis MB4 Q8R5Q4 Thermoanaerobacter tengcongensis AAM25302 Thermoanaerobacter tengc

ZP_00778084 Thermoanaerobacter ethanolicus ATCC 33223 EAO65426 Histidinol-phosphate aminotransferase/Histidinol-phosphate
ZP_00799763 Alkaliphilus metalliredigenes QYMF EAO82252 Histidinol-phosphate aminotransferase/Histidinol-phosphate aminotr

ZP_00505101 Clostridium thermocellum ATCC 27405 EAM45858 Histidinol-phosphate aminotransferase/Histidinol-phosphate aminot
YP_359932 Carboxydothermus hydrogenoformans Z-2901 ABB15291 histidinol-phosphate aminotransferase/histidinol-phosphate ami

ZP_01148452 Desulfotomaculum reducens MI-1 EAR44101 Histidinol-phosphate aminotransferase/Histidinol-phosphate aminotransf
NP_840728 Nitrosomonas europaea ATCC 19718 Q82WM3 Nitrosomonas europaea CAD84558 Nitrosomonas europaea ATCC 19718 hist

YP_344754 Nitrosococcus oceani ATCC 19707 Q3J7H2 ABA59224 histidinol-phosphate aminotransferase/HIS82_NITOC Histidinol-pho
YP_436402 Hahella chejuensis KCTC 2396 ABC31977 histidinol-phosphate aminotransferase/histidinol-phosphate aminotransferas

YP_520145 Desulfitobacterium hafniense Y51 BAE85701 hypothetical protein DSY3912/hypothetical protein
ZP_00561084 Desulfitobacterium hafniense DCB-2 EAM95110 Histidinol-phosphate aminotransferase/Histidinol-phosphate aminotr

YP_182663 Thermococcus kodakarensis KOD1 Q5JFU6 BAD84439 histidinol-phosphate aminotransferase/HIS8_PYRKO Histidinol-phosp
NP_579394 Pyrococcus furiosus DSM 3638 Q8TH25 Pyrococcus furiosus AAL81789 Pyrococcus furiosus DSM 3638 histidinol-pho

ZP_01121207 Robiginitalea biformata HTCC2501 EAR15676 putative histidine biosynthesis-related aminotransferase/putative hi
ZP_01048826 Cellulophaga sp. MED134 EAQ40060 histidinol-phosphate aminotransferase/histidinol-phosphate aminotransferase

ZP_01061707 Flavobacterium sp. MED217 EAQ48670 histidinol-phosphate aminotransferase/histidinol-phosphate aminotransfera
ZP_00309298 Cytophaga hutchinsonii COG0079: Histidinol-phosphate/aromatic aminotransferase and cobyric acid decarboxylase

XP_962394 Neurospora crassa N150 XP_326215 Neurospora crassa EAA33158 hypothetical protein/hypothetical protein /hypothe
NP_070848 Archaeoglobus fulgidus DSM 4304 O28255 Archaeoglobus fulgidus AAB89229 Archaeoglobus fulgidus DSM 4304 histi

NP_988336 Methanococcus maripaludis S2 P61003 Methanococcus maripaludis CAF30772 Methanococcus maripaludis S2 histidin
NP_247950 Methanocaldococcus jannaschii DSM 2661 Q58365 Methanocaldococcus jannaschii AAB98960 Methanocaldococcus jannas

NP_614709 Methanopyrus kandleri AV19 Q8TVG3 Methanopyrus kandleri AAM02639 Methanopyrus kandleri AV19 histidinol-phosp
NP_276699 Methanothermobacter thermautotrophicus str. Delta H O27624 AAB86060 histidinol-phosphate aminotransferase/HIS8_M

YP_448346 Methanosphaera stadtmanae DSM 3091 ABC57703 HisC/HisC
NP_633429 Methanosarcina mazei Go1 Q8PX17 Methanosarcina mazei AAM31101 Methanosarcina mazei Go1 histidinol-phosphate
NP_615092 Methanosarcina acetivorans C2A Q8TUE9 Methanosarcina acetivorans AAM03572 Methanosarcina acetivorans C2A his
YP_304426 Methanosarcina barkeri str. fusaro Q46E46 AAZ69846 histidinol-phosphate aminotransferase/HIS8_METBF Histidinol-p

ZP_00561662 Methanococcoides burtonii DSM 6242 EAN01254 Histidinol-phosphate aminotransferase/Histidinol-phosphate aminotr
AAU84036 uncultured archaeon GZfos35D7 histidinol-phosphate aminotransferase

NP_070826 Archaeoglobus fulgidus DSM 4304 O28277 Archaeoglobus fulgidus AAB89251 Archaeoglobus fulgidus DSM 4304 histi
P17736 Haloferax volcanii AAA72824 HIS8_HALVO Histidinol-phosphate aminotransferase (Imidazole acetol-phosphate transaminas

ZP_00517768 Crocosphaera watsonii WH 8501 EAM49147 Histidinol-phosphate aminotransferase/Histidinol-phosphate aminotransfe
ZP_00105735 Nostoc punctiforme PCC 73102 COG0079: Histidinol-phosphate/aromatic aminotransferase and cobyric acid decarbox
YP_324827 Anabaena variabilis ATCC 29413 ABA23932 Histidinol-phosphate aminotransferase/Histidinol-phosphate aminotransfer

NP_107489 Mesorhizobium loti MAFF303099 Q987C8 Mesorhizobium loti BAB53275 Mesorhizobium loti MAFF303099 histidinol-ph
YP_392987 Thiomicrospira denitrificans ATCC 33889 ABB43752 Histidinol-phosphate aminotransferase/Histidinol-phosphate amin

NP_908102 Wolinella succinogenes DSM 1740 Q7M7Y6 Wolinella succinogenes CAE11002 histidinol-phosphate aminotransferase/H
NP_860143 Helicobacter hepaticus ATCC 51449 Q7VIJ3 Helicobacter hepaticus AAP77209 Helicobacter hepaticus ATCC 51449 h

NP_711362 Leptospira interrogans serovar Lai str. 56601 YP_002436 Leptospira interrogans serovar Copenhageni str. Fiocruz
YP_187981 Staphylococcus epidermidis RP62A NP_764059 Staphylococcus epidermidis ATCC 12228 Q5HR08 Staphylococcus epiderm

YP_254084 Staphylococcus haemolyticus JCSC1435 Q4L4E7 BAE05478 hypothetical protein SH2169/HIS8_STAHJ Histidinol-phosphate
YP_302085 Staphylococcus saprophyticus subsp. saprophyticus ATCC 15305 Q49VS0 BAE19140 putative aminotransferase/HIS8_STAS

YP_416167 Staphylococcus aureus RF122 NP_371248 Staphylococcus aureus subsp. aureus Mu50 YP_493411 Staphylococcus aureus
YP_040204 Staphylococcus aureus subsp. aureus MRSA252 Q6GIR8 CAG39787 putative aminotransferase/HIS8_STAAR Histidinol-phos

Q8KZ92 Bacillus subtilis subsp. natto BAC11847 Bacillus subtilis HIS8_BACNA Histidinol-phosphate aminotransferase (Imidaz
NP_390143 Bacillus subtilis subsp. subtilis str. 168 P17731 Bacillus subtilis AAA20867 CAB14178 Bacillus subtilis subsp.

YP_091970 Bacillus licheniformis ATCC 14580 YP_079561 Q65I37 AAU23923 AAU41277 histidinol-phosphate aminotransferase/histi
ZP_01172024 Bacillus sp. NRRL B-14911 EAR65397 histidinol-phosphate aminotransferase/histidinol-phosphate aminotransfera

YP_148051 Geobacillus kaustophilus HTA426 Q5KXV3 Geobacillus kaustophilus BAD76483 Geobacillus kaustophilus HTA426 his
NP_242531 Bacillus halodurans C-125 Q9KCA8 Bacillus halodurans BAB05384 Bacillus halodurans C-125 histidinol-phosphate

ZP_00237018 Bacillus cereus G9241 EAL15227 histidinol-phosphate aminotransferase/histidinol-phosphate aminotransferase
YP_035734 Bacillus thuringiensis serovar konkukian str. 97-27 Q6HL37 Bacillus thuringiensis serovar konkukian AAT59458 B
ZP_00391842 Bacillus anthracis str. A2012 YP_018162 Bacillus anthracis str. 'Ames Ancestor' YP_027697 Bacillus anthracis
YP_082998 Bacillus cereus E33L Q63DL4 AAU18850 histidinol-phosphate aminotransferase/HIS81_BACCZ Histidinol-phosphate amin

NP_977966 Bacillus cereus ATCC 10987 Q73AX7 AAS40574 histidinol-phosphate aminotransferase/HIS81_BACC1 Histidinol-phosphat
NP_831297 Bacillus cereus ATCC 14579 Q81FQ1 AAP08498 histidinol-phosphate aminotransferase/HIS81_BACCR Histidinol-phosphat

ZP_01183520 Bacillus weihenstephanensis KBAB4 EAR77236 Histidinol-phosphate aminotransferase/Histidinol-phosphate aminotra
ZP_01179724 Bacillus cereus subsp. cytotoxis NVH 391-98 EAR71437 Histidinol-phosphate aminotransferase/Histidinol-phosphat

Ppa_AT5G10330_1_2
YP_076660 Symbiobacterium thermophilum IAM 14863 Q67KI2 Symbiobacterium thermophilum BAD41816 Symbiobacterium thermophil

YP_429388 Moorella thermoacetica ATCC 39073 ABC18845 histidinol-phosphate aminotransferase/histidinol-phosphate aminotrans
ZP_01188950 Halothermothrix orenii H 168 EAR79484 Histidinol-phosphate aminotransferase/Histidinol-phosphate aminotransfer

YP_459172 Erythrobacter litoralis HTCC2594 ABC64375 histidinol-phosphate aminotransferase/histidinol-phosphate aminotransf
ZP_01125906 Nitrococcus mobilis Nb-231 EAR23389 putative aminotransferase/putative aminotransferase

ZP_00566268 Methylobacillus flagellatus KT EAN01800 Histidinol-phosphate aminotransferase/Histidinol-phosphate aminotransf
O07131 Methylobacillus flagellatus AAB58526 HIS8_METFL Histidinol-phosphate aminotransferase (Imidazole acetol-phosphate tr

YP_412877 Nitrosospira multiformis ATCC 25196 ABB75485 histidinol-phosphate aminotransferase/histidinol-phosphate aminotra
YP_314710 Thiobacillus denitrificans ATCC 25259 Q3SK85 AAZ96905 putative aminotransferase/HIS81_THIDA Histidinol-phosphate

ZP_00817130 Marinobacter aquaeolei VT8 EAO99544 Histidinol-phosphate aminotransferase/Histidinol-phosphate aminotransferas
YP_155747 Idiomarina loihiensis L2TR Q5QZ49 Idiomarina loihiensis AAV82198 Idiomarina loihiensis L2TR putative aminotr

ZP_00419291 Azotobacter vinelandii AvOP EAM04453 Histidinol-phosphate aminotransferase/Histidinol-phosphate aminotransfera
YP_113874 Methylococcus capsulatus str. Bath Q608S3 Methylococcus capsulatus AAU92305 Methylococcus capsulatus str. Bath
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Deleted OTUs: 6
Smo AT5G103301167317582 1
gi|40388295 [Arabidopsis thaliana]=At5g10330
gi|40388265 [Arabidopsis thaliana]=At1g71920
gi|44889693 [Arabidopsis lyrata subsp. petraea]
Smo AT5G103301167317581 1
gi|56566432 [Prototheca wickerhamii]

Two genes in Arabidopsis tahliana, At5g10330 & At1g71920 were incorporated to 1 taxa here. NP_568226& NP_001031867 both 
 belong to At5g10330.


