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XP_462805 Oryza sativa (japonica cultivar-group) BAB39921 AAL84629 Oryza sativa BAB92511 Oryza sativa (japonica cultivar-group) putative MybHv33/putative transcription factor (myb) /typical P-type R2R3 Myb protein /putative MybHv33

43 86 XP_473291 Oryza sativa (japonica cultivar-group) CAE04569 OSJNBb0039L24.8/0OSJNBb0039L24.8
100 | I XP_466990 Oryza sativa (japonica cultivar-group) BAD25225 BAD25373 ATMYB4-like/ATMY B4-like /ATMYB4-like
99 L XP_463865 Oryza sativa (japonica cultivar-group) BAD07932 putative myb-related protein/putative myb-related protein
9 AT3G48920 = NP_190461 CAB62018 AAS10066 DNA binding/transcription factor /myb-like protein /MYB transcription factor MYB45 S . _ o
4| 99 r AT5G52260 = NP_200039 BAA97469 AAS10106 DNA binding/transcription factor funnamed protein product /MYB transcription factor MYB19 ~ —~AAC83590 Arabidopsis thaliana putative transcription factor MYB19
29 L AT4G25560 = NP_194286 Q9MOK4 CAA18170 CAB81366 AAS10079 DNA binding/transcription factor /LAF1_ARATH Transcription factor LAF1 (Long after far-red light protein 1) (Myb-related protein 18) (AtMYB18)/myb-like protein /myb-like protein /MYB transcript
AT5G12870 = NP_196791 CAB88251 AAN17432 AAO00909 AAS10091 DNA binding/transcription factor /putative transcription factor (MYB46) /putative transcription factor (MYB46) Iputative transcription factor (MYB46) /MYB transcription factor
3 51 CAEQ9057 Eucalyptus gunnii MYB transcription factor
86 AT3G08500 = NP_187463 AAG50833 AAK54738 BAD43811 MYB83; DNA binding/transcription factor /MYB-family transcription factor, putative /putative transcription factor MYB83 /putative protein
AAZ20436 Malus x domestica MYB20
98 100 ——ABA99204 Oryza sativa (japonica cultivar-group) transcription factor, putative
L————AAU43823 Hordeum vulgare subsp. vulgare myb transcription factor
15 100 —ABDG60293 Picea glauca R2R3-MYB transcription factor MYB4
[ | L—AAQ62540 Pinus taeda R2R3-MYB transcription factor
4 NP_912265 Oryza sativa (japonica cultivar-group) BAC07102 BAD30445 putative myb-related protein/putative myb-related protein /putative myb-related protein
99 AT3G12720 = NP_566434 BAB02416 AAK62609 AAM26722 AAS58505 DNA binding/transcription factor /MYB-related transcription factor-like protein /AT3g12720/MBK21_8 /AT3g12720/MBK21_8 /MYB transcription factor MYB67
69 AAQO05796 Capsicum annuum transcription factor Myb
100 AT3G13890 = NP_566467 AAD53102 BAB02319 AAS10058 MYBZG; DNA binding/transcription factor /putative transcription factor /transcription factor-like protein /MYB transcription factor
m892346 Gossypium hirsutum AAS92347 MYB7/MYB9
62 NP_916576 Oryza sativa (japonica cultivar-group) putative transcription factor
63 XP_480122 Oryza sativa (japonica cultivar-group) BAC64999 myb transcription factor (ATMYBA4)-like protein/myb transcription factor (ATMYB4)-like protein
78 | I AT1G63910 = NP_176575 AAF25949 AAG52460 AAS10034 ATMYB103; DNA binding/transcription factor /putative transcription factor /putative MYB family transcription factor; 19087-20744 /MYB transcription factor MYB103
100 CAAB64615 Lycopersicon esculentum transcription factor
ABD60283 Pinus taeda ABD60295 Picea glauca R2R3-MYB transcription factor MYB2/R2R3-MYB transcription factor MYB2
87 BAD37675 Oryza sativa (japonica cultivar-group) putative MYB family transcription factor
49 XP_483052 Oryza sativa (japonica cultivar-group) BAD09322 putative transcription factor Myb protein/putative transcription factor Myb protein
59 100 AAZ67537 Brassica rapa subsp. pekinensis 4D11_23
44 AT5G10280 = NP_196590 AAC83638 CAB96684 AA022694 AAO42396 AAS10089 MYB92; DNA binding/transcription factor /putative transcription factor /putative transcription factor MYB92 /putative myb family transcription factor /putative myb family transcripti
19 AT5G65230 = NP_201326 BAB11659 AAS10116 DNA binding/transcription factor /transcription factor-like protein /MYB transcription factor MYB53
| 48 AT3G02940 = NP_186944 AAF26965 AAF65560 AAS10053 MYB107; DNA binding/transcription factor /putative MYB family transcription factor /putative transcription factor /MYB transcription factor
99 AAP32921 Boea crassifolia MYB1
L|—|:AT4G05100 = NP_192419 CAB81052 AAK62377 AAN65069 AAS10073 DNA binding/transcription factor /MYB-like protein /Unknown protein /Unknown protein /MYB transcription factor MYB74
57 ABD60286 Picea glauca R2R3-MYB transcription factor MYB11
— 66 XP_472754 Oryza sativa (japonica cultivar-group) CAD40986 OSJNBa0072F16.11/0OSJNBa0072F16.11
BAD29569 Oryza sativa (japonica cultivar-group) MYB27 protein-like
AAK19616 Gossypium hirsutum GHMYB25
50 94 AAV70655 Antirrhinum majus MYB transcription factor MIXTA-like 2
XP_482547 Oryza sativa (japonica cultivar-group) CAD44619 BAD09835 MYB27 protein/MYB27 protein /MYB27 protein
AAT66767 Solanum demissum putative MYB related protein
16 100 rBAC07543 Vitis labrusca x Vitis vinifera myb-related transcription factor VIMYBB1-1
| 96 L—BAC07544 Vitis labrusca x Vitis vinifera myb-related transcription factor VIMYBB1-2
51 54 AT1G79180 = NP_178039 AAS10042 BAD43107 DNA binding/transcription factor /MYB transcription factor /putative transcription factor (MYB63)
—1 CAE04147 Oryza sativa (japonica cultivar-group) CAD41558 OSJNBa0009P12.32/0SJNBa0006A01.12
AALB4615 Zea mays typical P-type R2R3 Myb protein
86 99 83 ~AAL84763 Sorghum bicolor typical P-type R2R3 Myb protein
99 100 | _I_—AAL84766 Sorghum bicolor typical P-type R2R3 Myb protein
AALB4764 Sorghum bicolor typical P-type R2R3 Myb protein
AT4G22680 = NP_567664 AAD53098 AAM62722 AAS10078 BAD43481 BAD43540 MYBB85; DNA binding/transcription factor /putative transcription factor /myb-like protein /MYB transcription factor /myb-like protein /myb-like protein
AT4G34990 = NP_195225 CAA17764 AAF13100 CAB80216 AAS10082 ABD91498 DNA binding/transcription factor /MYB-like protein /DNA-binding protein /MYB-like protein /MYB transcription factor /At4g34990 MYB39
100 NP_918017 Oryza sativa (japonica cultivar-group) BAC07124 BAC10033 Myb-like DNA-binding protein-like/Myb-like DNA-binding protein-like /Myb-like DNA-binding protein-like
6] 33 L———XP_470673 Oryza sativa (japonica cultivar-group) AAO62334 putative Myb-like DNA-binding protein/putative Myb-like DNA-binding protein
NP_918222 Oryza sativa (japonica cultivar-group) OSIJNBa0051H17.23
59 100 BAE80455 Triticum aestivum myb-related protein
L'::PZOON Hordeum vulgare CAA50223 Hordeum vulgare subsp. vulgare CAA50226 MYB3_HORVU Myb-related protein Hv33/MybHv33 /MybHv33
NP_917110 Oryza sativa (japonica cultivar-group) putative myb-related protein
57 AT4G01680 = NP_192077 NP_001031571 AAC72864 CAB77738 AAD53105 AAK96766 AAN15671 MYB55; DNA binding/transcription factor /MYB55; DNA binding /contains similarity to Myb DNA-binding domains (Pfam: PF00249, E=3.7e-27 N=3) /putative transcription factor
AAO049411 Dendrobium sp. XMW-2002-2 MYB2
9 ABD60280 Pinus taeda R2R3-MYB transcription factor MYB8
] ABD60289 Picea glauca R2R3-MYB transcription factor MYB8
XP_462838 Oryza sativa (japonica cultivar-group) BAB39972 BAB39987 CAD44612 putative transcription factor (myb)/putative transcription factor (myb) /putative MYB2 /MYB18 protein
AAU10775 Oryza sativa (japonica cultivar-group) CAD44610 putative myb transcription factor/MYB16 protein
ABD33182 Medicago truncatula Homeodomain-like
73 AT1G09540 = NP_172425 AAC33214 AAL36295 AAM20173 AAS10022 MYB61; DNA binding/transcription factor /Putative transcription factor /putative transcription factor /putative transcription factor protein /MYB transcription factor MYB61
AT1G57560 = NP_176068 AAG50738 AAS58515 DNA binding/transcription factor /DNA-binding protein, putative /MYB transcription factor ( AAG09090.1| Putative myb transcription factor - partial protein [Arabidopsis thaliana]) MYB50
AT5G26660 = NP_850879 Q8LPH6 BAA21619 AAC13592 AAM20628 AAP42753 AAS10099 ATMYBA4; transcriptional repressor/MYB86_ARATH Transcription factor MYB86 (Myb-related protein 86) (AtMYB86) (Myb homolog 4) (AtMyb4)/AT MY B4 /Arabidopsis thaliana transcription
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MYB subgroup 16 Stracke et al. 2001

—AAC83589 Arabidopsis thaliana putative transcription factor LAF1



