Arath;CDDC25(At5g03455): global tree NP_983285 Eremothecium gpssypii AAS51109 Ashbya gossypii ATCC 1.0895 ACL119Cp/ACL11 9Qp
File name: ArathCDC25.mltree1.svg XP_454697 Kluyveromyces lactis NRRL Y-1140 CAG99784 unnamed protein product/unnamed protein product

97 aa residues 33 OTU included.

NP_011719 Saccharomyces cerevisiae P42937 CAA88996 CAA97230 AAS56836 Putative protein with sequence similarity to protein tyrosine phosphatases of the CDC25-like phosphatase family; green fluorescent protein (GFP)-fusion protein localizes to both the
Results of partial trees included. L XP_448265 Cand/da g/gbrata CBS 138 CAG61226 unnamed protein product/u'nnamed'protein product . . . . . .
Assemble Job Id:7HKbmW _|:XP7712790 Candida albicans 895314 XP_712639 EAK93464lEAK93619 putative protein phosphatase/put.atlve protein phosphatase /possible protein phosphatase /possible protein phosphatase
Tree job id: H1IMD4 XP_462481 Deba‘ryom}l/ces hansenii CBS767 CAG90991 hypothetlcal .proteln DEHAOG228§Og/unnamed protein product
BP values out of 100 rXP_663644 Aspergillus nidulans FGSC A4 EAA58015 hypothetical protein AN6040.2/hypothetical protein AN6040.2
Analyzed by ishikam @nibb.ac.jp |_L—XP7755308 Aspergillus fumigatus Af293 EAL9327O hypothetical protein Afu2g09750/ACL119Cp
Date: Tue Jun 20 18:26:17 JST 2006 BAE65125 Asperqgillus oryzae unnamed protein product

XP_385842 Gibberella zeae PH-1 EAA75237 hypothetical protein FG05666.1/hypothetical protein FG05666.1
_|:XP962606 Neurospora crassa N150 XP_327252 Neurospora crassa EAA33370 hypothetical protein/predicted protein /predicted protein

XP_365207 Magnaporthe grisea 70-15 hypothetical protein MG01909.4
EAQ87786 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_04405
EAL22654 Cryptococcus neoformans var. neoformans B-3501A hypothetical protein CNBB1040
9178_Cre

XP_653464 Entamoeba histolytica HM-1:IMSS XP_653450 EAL48064 EAL48077 hypothetical protein 82.t00021/hypothetical protein 82.t00028 /hypothetical protein 82.t00028 /hypothetical protein 82.t00021

(———————7120_Cre
L—11861_Cre

NP_595247 Schizosaccharomyces pombe 972h- CAB46700 Schizosaccharomyces pombe Cdc25 family phosphatase/SPBC839.07

SO ArStHCDC25 7210165 74—1—
—I»S_rno_ArathCD025_2_1

Smo_ArathCDC25_1_2
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AAU11500 Holcus lanatus rhodanese-like protein
_I'_TNP_%%W Oryza sativa (japonica cultivar-group) AAK20061 ABB47952 unknown protein/unknown protein /expressed protein

NP_912542 Oryza sativa (japonica cultivar-group) AAN62781 Hypothetical protein/Hypothetical protein
AT5G03455 = NP_568119 Q8GY31 CAB83305 AAM63780 BAC42537 AAO39886 CDC25/CDC25_ARATH Dual specificity phosphatase Cdc25 (Arath;CDC25)/putative protein /Junknown /unknown protein /At5g03455
—AAR28087 Saccharomyces douglasii putative arsenate reductase

_| INP_015526 Saccharomyces cerevisiae Q06597 AAB64628 AAS56379 Arsenate reductase required for arsenate resistance; converts arsenate to arsenite which can then be exported from cells by Arr3p; Arr2p/ACR2_YEAST Arsenical-resistance protein ACR2 /P9677.1
XP_502979 Yarrowia lipolytica CLIB122 CAG81171 hypothetical protein/unnamed protein product

AAS73185 Leishmania major CAJO8801 Sb(V)-As(V) reductase/hypothetical protein, conserved
XP_807097 Trypanosoma cruzi strain CL Brener EAN85246 Trypanosoma cruzi hypothetical protein/hypothetical protein, conserved
XP_820697 Trypanosoma cruzi strain CL Brener EAN98846 Trypanosoma cruzi hypothetical protein/hypothetical protein, conserved
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