CCR2(AT1G80820): global tree
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255 aa residues 83 OTU included.

AAM64706 [Arabidopsis thaliana] (identical to At 1g80820)
AAG46037 [Arabidopsis thaliana] (identical to At 1g15950)
AAT74881.1} cinnamoyl CoA reductase [Eucalyptus globulus]
AAT74880.1} cinnamoyl CoA reductase [Eucalyptus globulus]
AAL09429.1} cinnamoyl-CoA reductase | [Triticum aestivum]
AAG42528.1} cinnamoyl-CoA reductase [Prunus persica]

Results of 1 partial tree included. Smo CCR2 5 1, Smo CCR2 11 1, BAD14922.1 [Oryza sativa], BAD33483.1 [Oryza sativa]. AAO042630.1} cinnamoyl-CoA reductase [Zea mays]
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AA042626.1} cinnamoyl-CoA reductase [Zea mays]

AAX96882.1} putative cinnamoyl-CoA reductase [Linum usitatissimum]
BAC58030.1} cinnamoyl-CoA reductase [Raphanus sativus]
CAA66063.1| cinnamoyl-CoA reductase [Eucalyptus gunnii]

were removed from this tree.
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= NP_178197 AAF1466

9 AAG53687 AAO64761 CCR2 (CINNAMOYL COA REDUCTASE)/Similar to gb|X98083 cinnamoyl-CoA reductase from Zea mays. ESTs gb|Z24528 and gb|AI996461 come from this gene. /cinnamoyl CoA reductase CCR2 /At1g80820

IAT1G15950 = NP_173047 AAF18492 AAG48822 AAL37194 AAM64866 AAU45042 CCR1 (CINNAMOYL COA REDUCTASE 1)/Strong similarity to cinnamoyl CoA reductase gi|2960364 from Populus balsamifera. ESTs gb|N95902, gb|A1992693, gb|A1995837 come from this gene. /put
6pAAG 16242 Eucalyptus saligna cinnamoyl-CoA reductase
6j AAT74875 Eucalyptus cordata AKT74879 Eucalyptus globulus cinnamoyl CoA reductase/cinnamoyl CoA reductase
T8 AAT74878 Eucalyptus globulus cinnamoyl CoA reductase
100 CAA56103 Eucalyptus gunnii cinnamoyl-CoA reductase
ar 2 AAM34502 Eucalyptus globulus AAT74877 cinnamoyl CoA reductase/cinnamoyl CoA reductase
AAT74876 Eucalyptus globulus cinnamoyl CoA reductase
AAP46143 Fragaria x ananassa cinnamoyl CoA reductase

CAD29427 Linum album cinnamoyl-CoA reductase
BAE48787 Codonopsis lanceolata cinnamoyl-CoA reductase

69-AAF43141 Populus tremuloides cinnamoyl CoA reductase; CCR
100 AAR83344 Populus tomentosa cinnamoyl CoA reductase
CAA12276 Populus trichocarpa cinnamoyl CoA reductase
CAC07424 Populus trichocarpa cinnamoyl-CoA reductase

100 AAY41880 Lycopersicon esculentum cinnamoyl-CoA reductase
AAN71761 Solanum tuberosum cinnamoyl CoA reductase
AAY41879 Lycopersicon esculentum cinnamoyl-CoA reductase
AAL47182 Lolium perenne AAL47183 cinnamoyl-CoA reductase/cinnamoyl-CoA reductase
81 93—CAA74071 Zea mays cinnamoyl CoA reductase
93 ﬂﬁ_CAA%?W Zea mays cinnamoyl-CoA reductase
100 CAA13176 Saccharum officinarum cinnamoyl-CoA reductase
XP_482628 Oryza sativa (japonica cultivar-group) XP_507587 XP_507244 BAD09920 putative cinnamoyl-CoA reductase/PREDICTED P0528B09.35-1 gene product /PREDICTED P0528B09.35-1 gene product /putative cinnamoyl-CoA reductase
a7 91 BAD28656 Oryza sativa (japonica cultivar-group) BAD33482 putative cinnamoyl CoA reductase/putative cinnamoyl CoA reductase — BAD33483 Oryza sativa, — BAD14922 Oryza sativa
— 99 AAG09817 Lolium perenne cinnamoyl CoA reductase
AAN71760 Hordeum vulgare cinnamoyl CoA reductase
AAL47684 Pinus taeda cinnamoyl-CoA reductase
Smo CCR2 5 1 70 XP_464328 Oryza sativa (japonica cultivar-group) BAD25132 putative cinnamoyl-CoA reductase/putative cinnamoyl-CoA reductase
- - XP_481219 Oryza sativa (japonica cultivar-group) BAC99738 putative cinnamoyl-CoA reductase/putative cinnamoyl-CoA reductase
J, 99 54 100 XP_450149 Oryza sativa (japonica cultivar-group) BAD22372 putative cinnamoyl-CoA reductase/putative cinnamoyl-CoA reductase
y AAX08107 Triticum aestivum cinnamoyl-CoA reductase
100 lAAO42622 Zea mays AAO42623 cinnamoyl-CoA reductase/cinnamoyl-CoA reductase
CAA75352 Zea mays AAO42621 AAO42624 cinnamoyl-CoA reductase/cinnamoyl-CoA reductase /cinnamoyl-CoA reductase
AAO42619 Zea mays AAO42620 cinnamoyl-CoA reductase/cinnamoyl-CoA reductase
BAD38253 Oryza sativa (japonica cultivar-group) putative cinnamoyl CoA reductase
100 100 —NP_912605 Oryza sativa (japonica cultivar-group) BAB39960 putative cinnamoyl-CoA reductase/putative cinnamoyl-CoA reductase
78 76 L NP_912606 Oryza sativa (japonica cultivar-group) BAB39961 BAB39976 BAB64221 putative cinnamoyl-CoA reductase/putative cinnamoyl-CoA reductase /putative cinnamoyl-CoA reductase /putative cinnamoyl-CoA reductase
| XP_468346 Oryza sativa (japonica cultivar-group) BAD22036 putative cinnamoyl CoA reductase/putative cinnamoyl CoA reductase
98 XP_507038 Oryza sativa (japonica cultivar-group) XP_468348 BAD22038 BAD22378 PREDICTED P0016F11.25 gene product/putative cinnamoyl CoA reductase /putative cinnamoyl CoA reductase /putative cinnamoyl CoA reductase
84 XP_468350 Oryza sativa (japonica cultivar-group) BAD22040 BAD22380 putative cinnamoyl CoA reductase/putative cinnamoyl CoA reductase /putative cinnamoyl CoA reductase
100 XP_468343 Oryza sativa (japonica cultivar-group) CAD21520 Oryza sativa BAD22033 Oryza sativa (japonica cultivar-group) cinnamoyl CoA reductase/cinnamoyl CoA reductase /cinnamoyl CoA reductase
XP_468316 Oryza sativa (japonica cultivar-group) BAD19133 BAD19248 cinnamoyl CoA reductase/cinnamoyl CoA reductase /cinnamoyl CoA reductase
28 Ppa_CCR2_4_1
| 51 100 —Smo_CCR2_54_1
77 L_Smo_CCR2_1_1
100 r—Smo_CCR2_16_1
\I/ LSmo_CCR2_58_1
Ppa_CCR2_1.1 — Smo_CCR2_11_1
70 100 I AT1G09510 = NP_172422 AAV74234 AAW70404 alcohol dehydrogenase/cinnamyl-alcohol dehydrogenase /At1g09510 /At1g09510
83 L AT1G66800 = NP_176852 alcohol dehydrogenase/cinnamyl-alcohol dehydrogenase
CAJ43716 Plantago major cinnamoyl alcohol dehydrogenase
100 AAY26021 Eucommia ulmoides cinnamyl alcohol dehydrogenase
100 AAD53967 Vigna radiata aldehyde reductase
L———BAA12161 Vigna unguiculata CPRD14 protein
NP_918057 Oryza sativa (japonica cultivar-group) BAD73514 putative cinnamyl-alcohol dehydrogenase/putative cinnamyl alcohol dehydrogenase
29 AAX83110 Ocimum basilicum alcohol dehydrogenase-like protein
— AAX15956 Nicotiana tabacum cinnamyl alcohol dehydrogenase 1
AAX15955 Nicotiana tabacum cinnamyl alcohol dehydrogenase 1
AT1G51410 = NP_175552 AAG52618 AAY78648 alcohol dehydrogenase/cinnamyl alcohol dehydrogenase, putative; 82967-79323 /putative cinnamyl-alcohol dehydrogenase
49 CAA61275 Eucalyptus gunnii cinnamyl alcohol dehydrogenase
_|L|:AACO6319 Malus x domestica putative cinnamyl alcohol dehydrogenase
7 BAE48658 Prunus mume Cinnamyl alcohol dehydrogenase
100 rAAM65984 Arabidopsis thaliana cinnamyl-alcohol dehydrogenase-like protein
4b IAT5G19440 = NP_197445 ABD59060 alcohol dehydrogenase/At5g19440
100 AAQ88099 Quercus suber CAJ43900 NADPH-dependent cinnamyl alcohol dehydrogenase/cinnamyl alcohol dehydrogenase
|:CAJ43901 Quercus ilex cinnamyl alcohol dehydrogenase
100 —Smo_CCR2_66_2
S_LI L_Smo_CCR2_43_1
Smo_CCR2_23_1
100 Smo_CCR2_25_1
Smo_CCR2_9 2
100 36 91—Smo_CCR2_3_4
79 Smo_CCR2_3_1
B. 100 fSmo_CCR2_17_2
Smo_CCR2_2_1
100 rSmo_CCR2_36_2
Smo_CCR2_14_1
100 {AAT39306 Solanum demissum putative cinnamoyl-CoA reductase
LABA46761 Solanum tuberosum putative cinnamoyl-CoA reductase-like protein
97 I AT1G76470 = NP_177773 AAG51951 cinnamoyl-CoA reductase/putative cinnamoyl-CoA reductase; 27707-26257

0.100

BAD35675 Oryza sativa (japonica cultivar-group) putative cinnamoyl-CoA reductase



