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XP_629371 Dictyostelium discoideum AX4 096624 Dictyostelium discoideum AAC99779 EAL60951 p21-Arc/ARPC3_DICDI Actin-related protein 2/3 complex subunit 3 (ARP2/3 complex 21 kDa subunit) (p21-ARC) /p21-Arc /p21-Arc
NP_596291 Schizosaccharomyces pombe 972h- Q9Y7J4 Schizosaccharomyces pombe CAB39803 hypothetical protein SPBC1778.08c/ARPC3_SCHPO ARP2/3 complex 21 kDa subunit (p21-ARC)/SPBC1778.08¢c

90 XP_748156 Asperqgillus fumigatus Af293 EAL86118 hypothetical protein Afubg01860/p21-Arc
|_|—_BAE58398 Aspergillus oryzae unnamed protein product
|—XP_681334 Aspergillus nidulans FGSC A4 EAA59687 hypothetical protein AN8065.2/hypothetical protein AN8065.2
88 83 XP_381777 Gibberella zeae PH-1 EAA67626 hypothetical protein FG01601.1/hypothetical protein FG01601.1
Y. 60 iI_EEAQ%ZSZ Chaetomium globosum CBS 148.51 hypothetical protein CHGG_02167
B 99 XP_959683 Neurospora crassa N150 XP_329931 Neurospora crassa EAA30447 hypothetical protein/hypothetical protein /hypothetical protein
XP_368937 Magnaporthe grisea 70-15 hypothetical protein MG00307.4
A 65 XP_714327 Candida albicans SC5314 XP_714052 EAK94958 EAK95258 putative Arp2/3 complex subunit Arc18 /putative Arp2/3 complex subunit Arc18 /potential Arp2/3 complex subunit Arc18 /potential Arp2/3 complex subunit Arc18
_|:XP461781 Debaryomyces hansenii CBS767 CAG90240 hypothetical protein DEHA0G06050g/unnamed protein product
68 56 XP_451878 Kluyveromyces lactis NRRL Y-1140 CAH02271 unnamed protein product/unnamed protein product

64_|_—NP_01 3474 Saccharomyces cerevisiae Q05933 AAB67576 AAS56645 Subunit of the ARP2/3 complex, which is required for the motility and integrity of cortical actin patches; Arc18p /ARPC3_YEAST ARP2/3 complex 21 kDa subunit (p21-ARC)/YIr370cp /YLR370C

67 NP_986131 Eremothecium gossypii AAS53955 Ashbya gossypii ATCC 10895 AFR584Cp/AFR584Cp

XP_446573 Candida glabrata CBS 138 CAG59500 unnamed protein product/unnamed protein product
XP_501127 Yarrowia lipolytica CLIB122 CAG83380 hypothetical protein/funnamed protein product
i|—XP_757493 Ustilago maydis 521 EAK82209 hypothetical protein UM01346.1/hypothetical protein UM01346.1

XP_567367 Cryptococcus neoformans var. neoformans JEC21 EAL18510 Cryptococcus neoformans var. neoformans B-3501A AAW45850 Cryptococcus neoformans var. neoformans JEC21 arp2/3 complex 21 kda subunit (p21-arc) /hypothetical protein CNBJ1520 /arp2/3

XP_653342 Entamoeba histolytica HM-1:IMSS XP_647903 EAL42517 EAL47955 ARP2/3 complex 21 kDa subunit /ARP2/3 complex 21 kDa subunit /ARP2/3 complex 21 kDa subunit, putative /ARP2/3 complex 21 kDa subunit, putative
XP_787369 Strongylocentrotus purpuratus PREDICTED: similar to actin related protein 2/3 complex, subunit 3

84CAE69537 Caenorhabditis briggsae Hypothetical protein CBG15746
100 CAE68892 Caenorhabditis briggsae Hypothetical protein CBG14863
NP_499667 Caenorhabditis elegans QIXWV3 CAA21538 ARp2/3 compleX component family member (arx-5) /ARPC3_CAEEL Probable actin-related protein 2/3 complex subunit 3 (ARP2/3 complex 21 kDa subunit) (p21-ARC)/Hypothetical protein Y37D8A.1
100 AAW27086 Schistosoma japonicum SJICHGCO02751 protein
L—_AAX30285 Schistosoma japonicum SJICHGC02750 protein
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XP_321377 Anopheles gambiae str. PEST EAA01620 ENSANGP00000008511/ENSANGP00000008511
NP_650498 Drosophila melanogaster AAF55233 ABC86327 Arpc3A CG4560-PB, isoform B/CG4560-PB, isoform B /IP15696p
NP_573193 Drosophila melanogaster AAF48696 AAM51128 Arpc3B CG8936-PA/CG8936-PA /SD24339p
CAD91425 Crassostrea gigas actin related protein 2/3 complex, 21 kDa subunit
94 NP_001002114 Danio rerio XP_696160 CAE50617 AAH71479 actin related protein 2/3 complex, subunit 3 /PREDICTED: similar to actin related protein 2/3 complex, subunit 3 /novel protein similar to human and mouse actin related protein 2/3 complex, subunit
AAP20158 Pagrus major actin-related protein 2/3 complex
CAF90881 Tetraodon nigroviridis unnamed protein product
IAAH56034 Xenopus laevis Arpc3-prov protein
XP_415128 Gallus gallus PREDICTED: similar to ARP2/3 complex 21 kDa subunit (p21-ARC) (Actin-related protein 2/3 complex subunit 3)
XP_213782 Rattus norvegicus PREDICTED: similar to ARP2/3 complex 21 kDa subunit (p21-ARC) (Actin-related protein 2/3 complex subunit 3)
NP_062798 Mus musculus Q9JM76 BAA90788 BAB22813 BAB24031 AAH13618 AAH54440 BAE42588 actin related protein 2/3 complex, subunit 3 /ARPC3_MOUSE Actin-related protein 2/3 complex subunit 3 (ARP2/3 complex 21 kDa subunit) (p21-ARC) /Arp2/3 complex subuni
AAB61466 Homo sapiens p21-Arc
P_001029443 Bos taurus NP_005710 Homo sapiens XP_534672 Canis familiaris 1K8K Bos taurus 1TYQ 1U2V 015145 Homo sapiens AAB64191 AAH67747 CAG28595 AAH78162 AAY18870synthetic construct AAI02591 Bos taurus BAE89633 Macaca fascicularis ac
MXP 861523 Canis familiaris PREDICTED: similar to Actin-related protein 2/3 complex subunit 3 (ARP2/3 complex 21 kDa subunit) (p21-ARC) isoform 2
ABC59627 Homo sapiens actin related protein 2/3 complex

76 [ EAR93892 Tetrahymena thermophila SB210 hypothetical protein TTHERM_00406600

2839 _Cre

40 97 rPpa_ARPC3_2_1
89 | EPpa_ARPC3_1_1
100 Smo_ARPC3_2_1 Smo_ARPC3_1_2 (maybe allele of Smo_ARPC3_2_1)

100 BAD27669 Oryza sativa (japonica cultivar-group) putative actin related protein 2/3 complex, 21 kDa subunit
AT1G60430 = NP_564757 AAC24070 AAM61177 ARPCS3; structural molecule/Contains similarity to 21 KD subunit of the Arp2/3 protein complex (ARC21) gb|AF006086 from Homo sapiens. EST gb|Z37222 comes /Contains similarity to 21 KD subunit of the Arp2/3 pro

99 XP_811815 Trypanosoma cruzi strain CL Brener EAN89964 Trypanosoma cruzi ARP2/3 complex subunit /ARP2/3 complex subunit, putative
I—XP_809039 Trypanosoma cruzi strain CL Brener EAN87188 Trypanosoma cruzi ARP2/3 complex subunit /ARP2/3 complex subunit, putative

0.100

XP_822701 Trypanosoma brucei TREU927 EAN77873 Trypanosoma brucei ARP2/3 complex subunit /ARP2/3 complex subunit, putative



