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AAW78368 Oryza sativa (japonica cultivar-group) transcription factor AP2D8
XP_467786 Oryza sativa (japonica cultivar-group) BAD16336 BAD16446 ANT-like protein/ANT-like protein /ANT-like protein

XP_480294 Oryza sativa (japonica cultivar-group) BAD05714 BAD05796 AAW78372 ovule development protein aintegumenta (ANT)-like/ovule development protein aintegumenta (ANT)-like /ovule development protein aintegumenta (ANT)-like /transcription factor A
Ppa_At4g37750_62_1
XP_482634 Oryza sativa (japonica cultivar-group) BAD10030 AP2/EREBP transcription factor-like protein /AP2/EREBP transcription factor-like protein5
Ppa_At4g37750_19_1

Ppa_At4g37750_40_121
6

BAD68417 Oryza sativa (japonica cultivar-group) BAD68772 AAW78366 AP2 DNA-binding domain protein-like/AP2 DNA-binding domain protein-like /transcription factor AP2D4
Ppa_At4g37750_98_1

XP_470121 Oryza sativa (japonica cultivar-group) AT5G67180 = NP_201519 NP_195410 NP_911602 Oryza sativa (japonica cultivar-group) XP_474122 Smo_At4g37750_8_1 Smo_At4g37750_75_1 AT4G36920 = P47927 AAC13770 AAC49567 Zea mays AT4G36920 = CAB167
AAL57045 Malus x domestica transcription factor AHAP247

BAE48514 Ginkgo biloba APETALA2-like protein70

Smo_At4g37750_9_1 Smo_At4g37750_92_1
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AT3G54320 = NP_191000 NP_001030857 CAB81797 AAP80382 AAT44955 AAX11223 WRI1 (WRINKLED 1); DNA binding/transcription factor /WRI1 (WRINKLED 1); DNA binding /transcription factor /aintegumaenta-like protein /WRINKLED1 /putative AP2/EREBP transcription
AT2G41710 = NP_565957 NP_850355 Ppa_At4g37750_75_1 Smo_At4g37750_31_1 Smo_At4g37750_5_1 Smo_At4g37750_42_1 Ppa_At4g37750_4_1 AAC02777 AAM65663 BAC43380 ABD16282 Brassica napus ABD72476 DNA binding/transcription factor /DNA binding /transcription f32

CAE00853 Oryza sativa (japonica cultivar-group) ABA91302 ABA96352 BAE78578 AP2-1 protein/AP2 domain, putative /aintegumaenta, putative /aintegumenta-like protein16

AT1G16060 = NP_563990 AAF18503 AAK76589 AAM91814 DNA binding/transcription factor /Similar to gb|U44028 transcription factor CKC from Arabidopsis thaliana and contains two PF|00847 AP2 domains/unknown protein /unknown protein
AT1G79700 = NP_178088 AAF68121 AAG52255 BAC41971 CAE45641 DNA binding/transcription factor /F20B17.12 /hypothetical protein, 3' partial; 110522-110858 /unknown protein /putative AP2 domain transcription factor25

Ppa_At4g37750_26_1
NP_915953 Oryza sativa (japonica cultivar-group) BAB90395 BAD68218 BAD82681 P0425G02.29/P0432B10.13 /putative AP2/EREBP transcription factor WRINKLED1 /putative AP2/EREBP transcription factor WRINKLED127

Ppa_At4g37750_7_1
Smo_At4g37750_73_1 Smo_At4g37750_63_130

XP_473084 Oryza sativa (japonica cultivar-group) AT5G65510 = NP_201354 NP_197245 NP_175530 NP_915190 Oryza sativa (japonica cultivar-group) AT5G10510 = NP_196613 NP_188720 XP_474162 Oryza sativa (japonica cultivar-group) AT5G57390 = NP_20054
CAA87634 Zea mays orf52

Ppa_At4g37750_55_1 Ppa_At4g37750_1_13

Smo_At4g37750_18_1 Smo_At4g37750_62_1
AAW78369 Oryza sativa (japonica cultivar-group) transcription factor AP2D14

BAE48513 Cycas revoluta AINTEGUMENTA-like protein
AT4G37750 = NP_195489 XP_470617 Oryza sativa (japonica cultivar-group) AT1G72570 = NP_177401 XP_476454 Oryza sativa (japonica cultivar-group) AT4G37750 = Q38914 AAA86281 AAA91040 AAB17364 CAB38923 CAB80440 AAG51860 AAL85024 AAM19141 Oryza48
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