
CPC (AT2G46410) : global tree
File name: CPC.njtree0.svg
64 aa residues 44 OTU included.
Results of partial trees included.
Assemble Job Id:9dbNZY
Tree job id: MbjcES
BP values out of 100
Analyzed by tekurata@nibb.ac.jp
Date: Fri Jun 09 13:30:07 JST 2006

AT1G66380 = NP_176812 AAG38381 AAG52160 AAS10037 MYB114; DNA binding/transcription factor /putative transcription factor MYB114 /Myb-related transcription factor, putative; 59060-60137 /MYB transcription factor
AT1G56650 = NP_176057 AAC83630 AAG09100 AAG42001 BAD95284 ABB03877 ABB03878 ABB03879 PAP1 (PRODUCTION OF ANTHOCYANIN PIGMENT 1); DNA binding/transcription factor /putative transcription factor /Putative transcription factor /production of anthocyani
AT1G66390 = NP_176813 AAC83637 AAG42002 AAG52164 PAP2 (PRODUCTION OF ANTHOCYANIN PIGMENT 2); DNA binding/transcription factor /putative transcription factor /production of anthocyanin pigment 2 protein /Myb-related transcription factor, putative; 6539

100

AAY54243 Ipomoea purpurea anthocyanin gene transcription factor
72

AT5G52600 = NP_680426 AAF14064 BAA98078 AAS10107 DNA binding/transcription factor /MYB82 /MYB82 /MYB transcription factor
AAG08962 Solanum tuberosum tuber-specific and sucrose-responsive element binding factor72

AAQ72433 Gossypium hirsutum CAD71140 AAT57644 Gossypium arboreum MYB family transcription factor/transcription factor myb109 /myb family transcription factor 109
AT3G27920 = NP_189430 P27900 Q947R4 Arabidopsis lyrata AAC97387 Arabidopsis thaliana AAC97388 BAA86879 CAB97484 BAB02538 AAL01215 AAL01216 AAL01217 AAL01218 AAL01219 AAL01220 AAL01221 AAL01222 AAL01223 AAL01224 AAL01225 AAL01226 AAL01227 AAL01228

AT5G14750 = NP_196979 AAF18939 CAC01874 AAS10093 WER (WEREWOLF 1); DNA binding/transcription factor /werewolf /myb transcription factor werewolf (WER)/MYB66 /MYB transcription factor79
89

30

AAC04716 Gossypium hirsutum AAN28274 AAN28275 AAN28276 Gossypium raimondii AAN28277 Gossypium herbaceum AAU12248 Gossypium arboreum AAY17953 Gossypium hirsutum MYB-like DNA-binding domain protein/myb-like transcription factor 2 /myb-like tran
AAN28278 Gossypioides kirkii myb-like transcription factor 2

AAY17952 Gossypium barbadense myb family transcription factor 239
85

AAC04717 Gossypium hirsutum AAK58018 Gossypium raimondii AAK58020 Gossypium hirsutum AAK58022 synthetic construct AAK58023 AAK58024 AAK58027 AAK58028 AAN28279 Gossypioides kirkii MYB-like DNA-binding domain protein/myb-like transcription fact
83

AAO92352 Anthurium andraeanum putative flavonoid/anthocyanin regulator
44

AAK19618 Gossypium hirsutum GHMYB38
AAZ20431 Malus x domestica MYB11

AAK19615 Gossypium hirsutum GHMYB10
AAK19617 Gossypium hirsutum GHMYB3637

63
75
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AAY51377 Petunia x hybrida PH4
AAK19611 Gossypium hirsutum AAS68190 Vitis vinifera BNLGHi233/Myb transcription factor

AAX51291 Vitis vinifera MYB5b83
73

AT3G13540 = NP_187963 2206352A AAC49311 BAB01761 AAS10057 ATMYB5; DNA binding/transcription factor /2206352A Atmyb5 gene/myb-related protein Atmyb5 /myb-related protein 5 /MYB transcription factor
74

XP_463409 Oryza sativa (japonica cultivar-group) BAA23340 Oryza sativa AAL84630 Oryza sativa (japonica cultivar-group) BAC10731 myb-related protein 4/OSMYB4 /typical P-type R2R3 Myb protein /myb-related protein 1-like
91

AAA33492 Zea mays AAA19821 AAA19819 AAB67720 AAB67721 AAN12274 AAN12276 AAN12275 AAN12277 AAT08017 Pl-Bh (Blotched1)/transcriptional activator /transcriptional activator/PL transcription factor /PL transcription factor /PL transcription factor /PL tr
AAL90648 Zea mays P-type R2R3 Myb protein79

AAK81909 Zea luxurians AAK81914 CI protein/CI protein
CAA36456 Zea mays AAO85386 C1-I/myb-related protein c1-I-2K1
AAK81912 Zea luxurians CI protein49

1613412E Zea mays 2010394A P10290 AAA33482 AAK09326 AAK09327 AAK81903 Zea mays subsp. parviglumis AAK81904 AAK81905 AAK81906 AAK81907 AAK81908 AAK81911 Zea luxurians AAK81913 AAK81915 1613412E myb-related gene ZmC1/2010394A C1 protein /MYBC_MAIZE76
86
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BAE80456 Triticum aestivum myb-related protein

96

33

6

AAK84064 Fragaria x ananassa transcription factor MYB1
AAC04720 Gossypium hirsutum AAN28285 AAN28286 AAN28287 Gossypium raimondii AAN28289 Gossypioides kirkii MYB-like DNA-binding domain protein/myb-like transcription factor 5 /myb-like transcription factor 6 /myb-like transcription factor 6 /myb-lik74

Smo_CPC_1_1
Smo_CPC_41_1

ABD60284 Picea glauca R2R3-MYB transcription factor MYB1338
36

Ppa_CPC_4_1
5

6
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BAD61200 Oryza sativa (japonica cultivar-group) BAD61525 hypothetical protein/hypothetical protein
AT4G01060 = NP_001031567 NP_192015 NP_974493 CAB80915 BAC42674 AAO64031 AAS09992 DNA binding/transcription factor /DNA binding /transcription factor /DNA binding /transcription factor /putative myb-like protein /unknown protein /putative myb family

AT1G01380 = NP_171645 AAF97342 AAS09988 ETC1 (ENHANCER OF TRY AND CPC 1); DNA binding/transcription factor /Putative MYB family transcription factor /MYB transcription factor66
AT5G53200 = NP_200132 BAB08423 AAN78321 AAS09993 ABD57497 TRY; DNA binding/transcription factor /unnamed protein product /TRIPTYCHON /MYB transcription factor /At5g53200

AT2G30432 = NP_001031445 DNA binding36
AT2G30420 = NP_850145 AAO92055 AAS09990 AAT69172 DNA binding/transcription factor /hypothetical protein /MYB transcription factor /hypothetical protein At2g30420
AAB63092 Arabidopsis thaliana AAM14822 myb-like protein isolog/myb-like protein isolog93

91

AT2G46410 = NP_182164 BAA21917 AAD23043 AAL69453 AAS09991 CPC (CAPRICE); DNA binding/transcription factor /CPC /putative MYB family transcription factor /At2g46410/F11C10.10 /MYB transcription factor
33
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0.100

↓ → Smo_CPC914904753_1 (94% match with Smo_CPC_1_1)


