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AT2G40220 = NP_181551 AAC39489 AAD25937 AAF18736 AAT44957 ABI4 (ABA INSENSITIVE 4); DNA binding/transcription factor /AP2 domain family transcription factor homolog /ABI4 /AP2 domain transcription factor (ABl4:abscisic acid-insensitive 4 ) /putative
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AAMQ5247 Zea mays AP2 domain transcription factor

100

- — .
|—@Oryza sativa (japonica cultivar-group) hypothetical protein Nipponbare chromosome5 —3> (Smo_At2940220-G4_6 Smo_At2940220-G4_1) (Tree for Smo contigs)
—Ppa_At2g40220-G4862326636_1 (88% similar to Ppa_At2g40220-G4_14_1)

79

L——Ppa_At2g40220-G4_14_1
4p~-CAG30549 Festuca arundinacea CAH10192 putative FaDREB2A/dehydration-responsive element binding protein 2 isoform 1
6PAAS59530 Poa pratensis CAG30547 Festuca arundinacea putative DRE-binding protein DREB2/putative DREB2A protein
AAR11157 Festuca arundinacea dehydration-responsive element binding protein 2
CAH10193 Festuca arundinacea dehydration-responsive element binding protein 2 isoform 2

CAG30548 Festuca arundinacea putative DREB2A protein
AAU29412 Hordeum brevisubulatum AAY25517 Hordeum vulgare subsp. vulgare dehydration-responsive element-binding protein 2; HoDREB2; AP2/dehydration responsive element binding protein 1
AALO1124 Triticum aestivum AAY44604 AAY44605 ABA08424 ABA08426 AP2-containing protein/dehydration responsive element binding protein W73 /dehydration responsive element binding protein W50 /dehydration-responsive element-binding protein /dehydration-

AAX13289 Triticum aestivum ABA08425 DREB transcription factor 6/dehydration-responsive element-binding protein

100

77

AAS46284 Cynodon dactylon DREB-like protein 1
AAS46285 Cynodon dactylon DREB-like protein 2

AL40
AAV90624

cultivar=7? chromosome] identical to AAL40870
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96 98 AA027884 Hordeum vulgare AP2 domain protein o _ . . _
99 :I: iAA027885 Hordeum vulgare AAO38209 AAO38211 dehydration-responsive AP2 domain transcriptional activator/AP2 transcriptional activator DRF1.1 /AP2 transcriptional activator DRF1.3 -{ AAV43805|Oryza sativa (japonica cuItwar-group) AAV43810 unknown protein/unknown protein(Pt1) Nipponbare chromosome5

9 [AAX13282 Triticum aestivum AAX13283 DREB transcription factor 4A/DREB transcription factor 4B
AAX13277 Triticum aestivum AAX13278 AAX13286 AAX13287 BAD97369 DREB transcription factor 3A/DREB transcription factor 3B /DREB transcription factor 5A /DREB transcription factor 5B /EREBP/AP2 type transcription factor
AT2G38340 = NP_181368 080917 AAC28770 AAL62413 AAP13384 DNA binding/transcription factor /DRE2E_ARATH Dehydration-responsive element-binding protein 2E (DREB2E protein)/DREB-like AP2 domain transcription factor /DREB-like AP2 domain transcription fa

25

100 AT5G05410 = NP_001031837 NP_196160 082132 BAA33794 BAA36705 BAB09984 AAL36328 AAS45279 Fraxinus pennsylvanica AAT91350 Oryza sativa (indica cultivar-group) AAU93685 Arabidopsis thaliana ABC60025 Arachis hypogaea DREB2A; DNA binding/transcrip

26

49

Fp———AAS58438 Thellungiella salsuginea DREB2A
AT3G11020 = NP_187713 082133 BAA33795 BAA36706 AAF01519 BAC42033 AAP37710 DREB2B; DNA binding/transcription factor/transcriptional activator /DRE2B_ARATH Dehydration-responsive element-binding protein 2B (DREB2B protein) /DREB2B /DREB2B /DREB2B tran

AAN77051 Lycopersicon esculentum dehydration responsive element binding protein

CAB93939 Catharanthus roseus AP2-domain DNA-binding protein

AAT 12423 Glycine max DREBa transcription factor

AAP83131 Glycine max DREB
100

— ART43958 Araty ) B Ve AP2/EREBP otiont
-AT2G40350 = NP_181566 Q9SIZ0 AAD25670 DNA binding/transcription factor /DRE2H_ARATH Putative dehydration-responsive element-binding protein 2H (DREB2H protein)/AP2 domain transcription factor

99

100
T2G40340 = NP_565929 Q8LFR2 AAD25669 DNA binding/transcription factor /DRE2C_ARATH Dehydration-responsive element-binding protein 2C (DREB2C protein)/AP2 domain transcription factor

AAS82861 Helianthus annuus DREB2 transcription factor

Smo_At2g40220-G4_4_1

77

Ppa_At2g40220-G4_6_1

49 86 |
26 57 Ppa_At2940220-G4_3_1
Ppa_At2940220-G4_74_1

[XP_483831 Oryza sativa (japonica cultivar-group) BAC56005 AAQ19033 BAD10326 AP2-domain DNA-binding protein-like/AP2-domain DNA-binding protein-like /Ap22 /AP2-domain DNA-binding protein-like Nipponbare chromosome?

Smo_AtEm'ozzofm‘jJ Smo_At2g40220-G4_2_1
Smo_At2g40220-G4_3_1 Smo_At2g40220-G4_5_1

AT1G75490 = NP_177681 Q9LQZ2 AAF87124 BAD43665 DNA binding/transcription factor /DRE2D_ARATH Putative dehydration-responsive element-binding protein 2D (DREB2D protein)/F10A5.29 /transcription factor DREB2A like protein

60 2y

1 AT5G18450 = NP_197346 P61827 AAT44920 DNA binding/transcription factor /DRE2G_ARATH Dehydration-responsive element-binding protein 2G (DREB2G protein)/putative AP2/EREBP transcription factor
¥ AT3G57600 = NP_191319 Q9SVX5 CAB41195 AAM6E4799 DNA binding/transcription factor /DRE2F_ARATH Dehydration-responsive element-binding protein 2F (DREB2F protein)/putative protein /AP2 transcription factor-like protein ——3> Smo_At2940220-G4_14_1(Pt1)

L' 100

(—————Ppa_At2g40220-G4_1_1

L Ppa At29g40220-G4_4_1
Smo_At2g40220-G4_32_1

98

68 AAT39542 Gossypium hirsutum transcription factor DRE-binding factor 2
_| 99 {T1 G78080 = NP_177931 AAF17691 AAK43967 AAN12993 RAP2.4; DNA binding/transcription factor /F28K19.29 /putative AP2 domain-containing protein /putative AP2 domain containing protein
AAC49770 Arabidopsis thaliana AP2 domain containing protein RAP2.4

32

AAF76898 Atriplex hortensis apetala2 domain-containing protein
XP_479169 Oryza sativa (japonica cultivar-group) XP_507393 XP_506472 BAC79864 BAC79993 EREB-like protein/PREDICTED B1056G08.120 gene product /PREDICTED B1056G08.120 gene product /EREB-like protein /EREB-like protein

i| 100

—BAC56862 Solanum tuberosum AP2/ERF-domain protein

95

L———CAC12822 Nicotiana tabacum AP2 domain-containing transcription factor

100 I Ppa_At2940220-G4_27_1

62

L Ppa_At29g40220-G4_25_1
AAX93016 Oryza sativa (japonica cultivar-group) AAX96475 ABA91589 AP2 domain, putative/unknown protein; contains similarity to AP2 domain transcription factor gene_id:MPF21.9 /AP2 domain, putative

83|

NP_915655 Oryza sativa (japonica cultivar-group) BAD81992 P0677H08.8/AP2 domain transcription factor-like

100

—XP_474119 Oryza sativa (japonica cultivar-group) CAD41708 OSJNBa0010D21.10/0SJNBa0010D21.10

99 |

L—————————————AAY98505 Triticum aestivum dehydration responsive element binding protein
AAP47161 Glycine max dehydration responsive element binding protein

AT3G16280 = NP_188249 AAB63648 BAB01268 AAT44913 AAX97731 DNA binding/transcription factor /transcription factor (TINY) isolog /transcription factor TINY-like protein /putative AP2/EREBP transcription factor /AP2/EREBP transcription factor family pr

47

AT2G44940 = NP_182021 AAD32841 AAM14835 AAM64613 AAP40391 AAP40485 DNA binding/transcription factor /putative AP2 domain transcription factor /putative AP2 domain transcription factor /putative AP2 domain transcription factor /putative AP2 domain tr

AT5G11590 = NP_196720 CAB87719 AAT44918 AAX38232 DNA binding/transcription factor /transcription factor like protein /putative AP2/EREBP transcription factor /DREB3

31
47 100

—XP_467128 Oryza sativa (japonica cultivar-group) CAC39080 Oryza sativa AAP83321 Oryza sativa (japonica cultivar-group) AAQ24204 Oryza sativa BAD25756 Oryza sativa (japonica cultivar-group) BAD25685 putative DRE binding factor 2/putative AP2 d

100
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L———AAX23704 Hordeum vulgare subsp. vulgare AAX23705 AAX23706 AAX28954 HvCBF7/HvVCBF7 /HvCBF7 /HVCBF7
AP83323 Oryza sativa (japonica cultivar-group) BAD28110 putative AP2 domain-containing protein/putative AP2 domain-containing transcription factor TINY
BAD53678 Oryza sativa (japonica cultivar-group) putative Ap21

0.100

NP_913172 Oryza sativa (japonica cultivar-group) BAB92209 AAQ19032 B1015E06.8/putative DRE binding factor 2 /Ap21



