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AT3G18400 = NP_188469 BAB01106 ANAC058; transcription factor/unnamed protein product
AAN03466 Glycine max AAX85982 AAY46125 no apical meristem-like protein/NAC5 protein /NAC domain protein NAC5
AT5G07680 = NP_568182 NP_850789 BAB11446 AAM65237 AAP21227 ANAC079/ANAC080; transcription factor /ANAC079/ANAC080; transcription factor /NAM (no apical meristem)-like protein /NAM (no apical meristem)-like protein /At5g07680

AT5G61430 = NP_200951 BAB08499 AAK96835 AAM10058 AAM61656 ANAC100; transcription factor/NAM (no apical meristem)-like protein /NAM (no apical meristem)-like protein /NAM (no apical meristem)-like protein /NAM, no apical meristem,-like protein90
AT5G39610 = NP_198777 BAB08893 AAL07176 AAM14130 AAM61198 AAO41710 ANAC092; transcription factor/unnamed protein product /putative NAM /CUC2 protein /putative NAM/CUC2 protein /NAM /CUC2-like protein /no apical meristem-like protein53

70

XP_472753 Oryza sativa (japonica cultivar-group) BAC53811 Oryza sativa CAD40985 Oryza sativa (japonica cultivar-group) OSJNBa0072F16.10/OsNAC2 protein /OSJNBa0072F16.10
38

32

NP_908359 Oryza sativa (japonica cultivar-group) NP_914157 BAB16335 BAD68974 putative NAM protein/OsNAC4-like protein /putative NAM protein /putative OsNAC2

16

XP_506578 Oryza sativa (japonica cultivar-group) XP_479577 BAC83810 PREDICTED OSJNBa0060O17.21 gene product/putative GRAB2 protein(Geminivirus Rep A-binding) /putative GRAB2 protein(Geminivirus Rep A-binding)
11

XP_463226 Oryza sativa (japonica cultivar-group) AAR89042 putative OsNAC1 protein/putative OsNAC1 protein
AT2G24430 = NP_850054 NP_180019 AAD18114 transcription factor/transcription factor /NAM (no apical meristem)-like protein55
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Ppa_VND7_33_1
AT1G76420 = NP_177768 AAF16659 AAG51953 AAP82630 CUC3 (CUP SHAPED COTYLEDON3); transcription factor/unknown protein; 31626-33432 /unknown protein; 10137-8331 /cup-shaped cotyledon 355

5
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AAQ75123 Capsicum annuum salicylic acid-induced protein 19
XP_473174 Oryza sativa (japonica cultivar-group) CAE02350 CAD41119 OSJNBb0070J16.15/OSJNBb0072M01.11 /OSJNBb0070J16.1597

AT5G17260 = NP_197228 BAB10513 ANAC086; transcription factor/NAM (no apical meristem)-like protein
AT3G03200 = NP_186970 AAF26106 ANAC045; transcription factor/NAM-like protein (no apical meristem)99

NP_912453 Oryza sativa (japonica cultivar-group) AAO15294 Hypothetical protein/Hypothetical protein
AT1G65910 = NP_176766 AAF06052 ANAC028; transcription factor/Contains similarity to gb|AF123310 NAC domain protein NAM gene from Arabidopsis thaliana59

55

AT3G17730 = NP_188400 BAB02867 AAY78743 ANAC057; transcription factor/unnamed protein product /no apical meristem family protein
75

AT1G54330 = NP_175835 AAD25613 AAQ62866 BAD44041 ANAC020; transcription factor/Unknown protein /At1g54330 /hypothetical protein
59

NP_922820 Oryza sativa (japonica cultivar-group) AAL86494 AAP55107 putative NAM (no apical meristem) protein/putative NAM (no apical meristem) protein /NAM protein, putative
73

XP_483795 Oryza sativa (japonica cultivar-group) XP_507343 XP_483796 BAD09611 BAD09612 BAD13226 BAD13227 putative NAC2 protein/PREDICTED P0604E01.48-1 gene product /putative NAC2 protein /putative NAC2 protein /putative NAC2 protein /putative NAC2 pr
AT5G04410 = NP_196061 Q84K00 CAB85547 AAM20460 AAM91259 NAC2; transcription factor/NAC78_ARATH NAC domain-containing protein 78 (ANAC078)/putative protein /putative protein /putative protein

AAF09254 Arabidopsis thaliana NAC2100
AAM34772 Petunia x hybrida nam-like protein 999
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AAK84884 Phaseolus vulgaris NAC domain protein NAC2
AT1G69490 = NP_564966 O49255 CAA10955 AAG60108 AAK25911 AAK93692 AAM63330 NAP (NAC-LIKE, ACTIVATED BY AP3/PI); transcription factor /NAC29_ARATH NAC domain-containing protein 29 (ANAC029) (NAC2) (NAC-LIKE, ACTIVATED BY AP3/PI protein) (NAP)/unnamed
AAX85978 Glycine max AAY46121 NAC1 protein/NAC domain protein NAC153

AAU90314 Solanum demissum AAW28573 putative NAC domain protein NAC2/putative NAC domain protein NAC258
70

AAY44097 Triticum aestivum AAY44098 NAC domain transcription factor/NAC domain transcription factor
AAU08785 Triticum aestivum NAC domain transcription factor100

42

AT1G52890 = NP_175697 Q9C932 AAG52283 AAL38744 AAM51299 ANAC019; transcription factor/NAC19_ARATH NAC domain-containing protein 19 (ANAC019) (ANAC) (Abscicic-acid-responsive NAC)/NAM-like protein; 67516-66364 /putative NAM protein /putative NAM prot
AAP35056 Brassica napus NAC-domain protein 48550

AAF04915 Lycopersicon esculentum jasmonic acid 2
AAU12055 Solanum tuberosum jasmonic acid 295

AAX85980 Glycine max AAY46123 NAC3 protein/NAC domain protein NAC356
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AT1G61110 = NP_564771 AAB71483 AAM65392 BAC42518 AAP37705 ANAC025; transcription factor/similar to NAM (gp|X92205|1321924) and CUC2 (gp|AB002560|1944132) proteins /NAM protein, putative /unknown protein /At1g61110
30
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Q52QH4 Oryza sativa BAA89798 BAB64820 Oryza sativa (japonica cultivar-group) BAD82705 AAX85684 NAC68_ORYSA NAC domain-containing protein 68 (ONAC068)/OsNAC4 protein /OsNAC4 protein /OsNAC4 protein /NAC protein
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AT2G46770 = NP_182200 AAC33506 AAO22745 AAV97804 ANAC043/EMB2301; transcription factor /NAM (no apical meristem)-like protein /putative NAM (no apical meristem) protein /At2g46770   NST1
XP_479779 Oryza sativa (japonica cultivar-group) BAD10567 BAD33085 putative OsNAC7 protein/putative OsNAC7 protein /putative OsNAC7 protein18

AT1G32770 = NP_174554 AAF25976 ANAC012; transcription factor/F6N18.15   13

XP_493710 Oryza sativa (japonica cultivar-group) BAA84803 BAB19365 AAO33144 putative OsNAC7 protein/putative OsNAC7 protein /putative OsNAC7 protein /putative NAM (no apical meristem) protein
AAQ06260 Sorghum bicolor AAQ06284 Zea mays putative NAM (no apical meristem) protein/putative NAM (no apical meristem) protein75

33

AAM60909 Arabidopsis thaliana NAM-like protein
AT3G61910 = NP_191750 CAB71898 ANAC066; transcription factor/NAM-like protein   NST2100

79

AT4G10350 = NP_192773 CAB39788 CAB78158 AAM91615 ANAC070; transcription factor/NAM/NAP like protein /NAM/NAP like protein /putative NAM/NAP
AT1G33280 = NP_174598 AAG51291 ANAC015; transcription factor/unknown protein99

AT1G79580 = NP_974179 NP_178076 NP_974178 AAF68129 ANAC033/ANAC033; transcription factor /ANAC033 /F20B17.1
CAH56055 Zea mays hypothetical protein

CAH56056 Zea mays hypothetical protein81
XP_464855 Oryza sativa (japonica cultivar-group) BAD19765 putative OsNAC7 protein/putative OsNAC7 protein44

Q5Z6B6 Oryza sativa BAA89801 BAD54215 Oryza sativa (japonica cultivar-group) BAD54475 NAC76_ORYSA NAC domain-containing protein 76 (ONAC076)/OsNAC7 protein /putative OsNAC7 protein /putative OsNAC7 protein
71
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Smo_VND7_2_1 Smo_VND7_18_1
Smo_VND7_4_135
Smo_VND7_7_1 Smo_VND7_3_1

Smo_VND7_11_1 Smo_VND7_37_1
XP_473322 Oryza sativa (japonica cultivar-group) CAE04781 OSJNBb0020O11.1/OSJNBb0020O11.1

XP_476289 Oryza sativa (japonica cultivar-group) BAC22229 NAM-like protein/putative OsNAC7 protein55
XP_467007 Oryza sativa (japonica cultivar-group) BAD25783 putative OsNAC7 protein/putative OsNAC7 protein68

AT1G12260 = NP_172690 AAG12568 ANAC007/EMB2749; transcription factor /Hypothetical protein  VND4
AT1G62700 = NP_176457 AAF19551 ANAC026; transcription factor/F23N19.6  VND556

22

AT5G62380 = NP_201044 BAA97202 AAY78878 ANAC101; transcription factor/NAM (no apical meristem)-like protein /no apical meristem family protein  VND6
47

AT2G18060 = NP_179397 AAD20120 ANAC037; transcription factor/putative NAM (no apical meristem)-like protein  VND1
AT4G36160 = NP_195339 CAA18122 CAB81525 ANAC076; transcription factor/NAM like protein /NAM like protein  VND2

NP_912473 Oryza sativa (japonica cultivar-group) AAM19113 Putative NAM-like protein/Putative NAM-like protein15
18

BAE20090 Zinnia elegans NAC-domain protein Ze567
76

AT5G66300 = NP_201431 BAB10709 AAU94387 AAV59282 ANAC105; transcription factor/NAM (no apical meristem)-like protein /At5g66300 /At5g66300  VND3
XP_479673 Oryza sativa (japonica cultivar-group) BAD33175 putative OsNAC7 protein/putative OsNAC7 protein

XP_474471 Oryza sativa (japonica cultivar-group) CAE05774 OSJNBb0020J19.3/OSJNBb0020J19.399
AT1G71930 = NP_177338 AAG52219 AAM62651 ANAC030; transcription factor/NAM-like protein; 48543-50167 /NAM-like protein  VND783
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comments

result of bl2seq(blastN) of Smo_VND7_11_1 and Smo_VND7_37_1
No significant similarity was found

result of bl2seq(blastN) of Smo_VND7_3_1 and Smo_VND7_7_1
No significant similarity was found

result of bl2seq(blastN) of Smo_VND7_2_1 and Smo_VND7_18_1
No significant similarity was found

result of bl2seq(blastN) of NP 922492 and NP_912473
Score =  619 bits (322), Expect = e-174
Identities = 392/427 (91%)

result of bl2seq(blastN) of XP_476289 and XP_473322
Score =  137 bits (71),  Expect = 9e-29
Identities = 105/122 (86%), Gaps = 0/122 (0%)
core =  112 bits (58),  Expect = 3e-21
Identities = 122/154 (79%), Gaps = 0/154 (0%)
Score = 79.5 bits (41),  Expect = 2e-11
Identities = 101/131 (77%), Gaps = 0/131 (0%)

Os10g0532000
NP_922492 Oryza sativa (japonica cultivar-group) AAM88634 AAM94515 AAP54779 putative NAM (no apical meristem) protein/putative NAM (no apical meristem) protein /putative no apical meristem (NAM) protein /NAM protein, putative→

Os03g0127200


