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XP_477327 Oryza sativa (japonica cultivar-group) BAC84805 BAD32046 putative ARGONAUTES protein/putative ARGONAUTES protein /putative ARGONAUTES protein
93 BAD81109 Oryza sativa (japonica cultivar-group) zwille protein -like
89 70 AT5G21030 = NP_197602 unknown protein
_| 100 CADGE636Arabi . . ARGONAUTES tei
83 LAT5G21150 = NP_197613 AAO73892 unknown protein/PAZ (Piwi Argonaut and Zwille) family
100 45 AT2G27040 = NP_565633 AAK59586 AAK93710 AAC77862 AGO4 (ARGONAUTE 4)/putative Argonaute (AGO1) protein /putative argonaute AGO1 protein /Argonaute (AGO1)-like protein
— 64 NP_912975 Oryza sativa (japonica cultivar-group) BAA88176 unnamed protein product/putative zwille protein
87 100 ABC61504 Nicotiana benthamiana AGO4-1
ABC61505 Nicotiana benthamiana AGO4-2

AAY67884 Picea glauca argonaute/Zwille-like protein
100 100 rSmo_AtAGO6_16_2
LSmo_AtAGO6_10_1

98 Ppa_AtAGO6_10_1
100 | I Ppa_AtAGO6_6_1
L Ppa_AtAGO6_12_1
AAH96465 Mus musculus Eif2c2 protein
NP_694818 Mus musculus Q8CJGO0 BAC15767 eukaryotic translation initiation factor 2C, 2/12C2_MOUSE Eukaryotic translation initiation factor 2C 2 (elF2C 2) (elF-2C 2) (Argonaute-2) (Slicer protein) (Piwi/argonaute family protein melF2C2)/Piwi/Argonaute
P_991363 Bos taurus AAS21301 argonaute 2/argonaute 2
077503 Oryctolagus cuniculus AAC24323 12C2_RABIT Eukaryotic translation initiation factor 2C 2 (elF2C 2) (elF-2C 2) (Argonaute-2)/translation initiation factor elF2C

9 NP_036286 Homo sapiens NP_067608 Rattus norvegicus XP_532338 Canis familiaris Q9QZ81 Rattus norvegicus QQUKV8 Homo sapiens AAF12800 Rattus norvegicus eukaryotic translation initiation factor 2C, 2/GERp95 /PREDICTED: similar to eukaryotic tr
109 IAAL76093 Homo sapiens eukaryotic initiation factor 2C2

ifNP_001004877 Xenopus tropicalis AAH75263 MGC88879 protein/MGC88879 protein
AAH77863 Xenopus laevis Eif2c1-prov protein
CAG11109 Tetraodon nigroviridis unnamed protein product
AAH98982 Xenopus laevis Unknown (protein for MGC:114859)

100 100 CAF95386 Tetraodon nigroviridis unnamed protein product
XP_233545 Rattus norvegicus PREDICTED: similar to KIAA1567 protein
XP_606455 Bos taurus PREDICTED: similar to eukaryotic translation initiation factor 2C, 4

Q8CJF8 Mus musculus BAC15769 12C4_MOUSE Eukaryotic translation initiation factor 2C 4 (elF2C 4) (elF-2C 4) (Argonaute-4) (Piwi/argonaute family protein melF2C4)/Piwi/Argonaute family protain melF2C4
96| NP_694817 Mus musculus BAC26738 AAH96023 Piwi/Argonaute family protein melF2C4 /unnamed protein product /Piwi/Argonaute family protein melF2C4
XP_539597 Canis familiaris NP_060099 Homo sapiens QOHCK5 BAB13393 CAH73806 CAH71584 PREDICTED: similar to eukaryotic translation initiation factor 2C, 4/eukaryotic translation initiation factor 2C, 4 /12C4_HUMAN Eukaryotic translation initiation fa
CAGO03367 Tetraodon nigroviridis unnamed protein product
0p\NP_700452 Mus musculus Q8CJG1 BAC15766 eukaryotic translation initiation factor 2C, 1/12C1_MOUSE Eukaryotic translation initiation factor 2C 1 (elF2C 1) (elF-2C 1) (Argonaute-1) (Piwi/argonaute family protein melF2C1) /Piwi/Argonaute family protain m
NP_036331 Homo sapiens XP_532563 Canis familiaris XP_601262 Bos taurus XP_233544 Rattus norvegicus Q9UL18 Homo sapiens AAF00068 AAN75579 Mus musculus AAH63275 Homo sapiens CAI22804 eukaryotic translation initiation factor 2C, 1/PREDICTED:

100

100 XP_696563 Danio rerio PREDICTED: similar to eukaryotic translation initiation factor 2C, 3 isoform a
NP_001026071 Gallus gallus CAG31429 eukaryotic translation initiation factor 2C, 3/hypothetical protein
P_233543 Rattus norvegicus PREDICTED: similar to eukaryotic translation initiation factor 2C, 3 isoform a
NP_001001133 Bos taurus AAR12162 eukaryotic translation initiation factor 2C, 3/argonaute 3
IXP_524664 Pan troglodytes NP_079128 Homo sapiens XP_532562 Canis familiaris QOH9G7 Homo sapiens BAB14262 CAI22268 CAI22802 PREDICTED: similar to eukaryotic translation initiation factor 2C, 3 isoform a; argonaute 3/eukaryotic translation initia
NP_700451 Mus musculus Q8CJF9 BAC15768 eukaryotic translation initiation factor 2C, 3/12C3_MOUSE Eukaryotic translation initiation factor 2C 3 (elF2C 3) (elF-2C 3) (Argonaute-3) (Piwi/argonaute family protein melF2C3)/Piwi/Argonaute family protain me
66] BAE32586 Mus musculus BAE42260 unnamed protein product/unnamed protein product
100 XP_624444 Apis mellifera PREDICTED: similar to ENSANGP00000008896
v 44|9_9_lEAL25522 Drosophila pseudoobscura GA19767-PA
— NP_725341 Drosophila melanogaster NP_725342 NP_523734 BAA88078 AAF58313 AAF58314 AAF58315 ABB36449 ABD61617 ABD61618 ABD61619 ABD61620 ABD61621 ABD61622 ABD61623 ABD61624 ABD61625 Drosophila simulans ABD61626 ABD61627 ABD61628 ABD61629 ABD61630 ABD6
XP_782278 Strongylocentrotus purpuratus PREDICTED: similar to CG6671-PB, isoform B
92 XP_468898 Oryza sativa (japonica cultivar-group) AAS01930 putative piwi domain containing protein/putative piwi domain containing protein
4' 100 —Smo_AtAGO6_8_1
LSmo_AtAGO6_6_1
BAD30270 Oryza sativa (japonica cultivar-group) BAD30662 putative leaf development protein Argonaute/putative leaf development protein Argonaute
100 AT2G27880 = NP_850110 A84678 Q9SJK3 AAD21514 unknown protein/A84678 Argonaute (AGO1)-like protein /AGOL_ARATH Argonaute-like protein At2g27880/Argonaute (AGO1)-like protein
91 78 XP_469311 Oryza sativa (japonica cultivar-group) AAP68386 putative leaf development and shoot apical meristem regulating protein/putative leaf development and shoot apical meristem regulating protein
_| 98 [ XP_476934 Oryza sativa (japonica cultivar-group) BAC83909 BAD31843 putative leaf development protein Argonaute/putative leaf development protein Argonaute /putative leaf development protein Argonaute
46 NP_909924 Oryza sativa (japonica cultivar-group) AAO37538 putative argonaute protein/putative argonaute protein

XP_464271 Oryza sativa (japonica cultivar-group) BAD25174 BAD25726 putative leaf development protein Argonaute/putative leaf development protein Argonaute /putative leaf development protein Argonaute
100 T52134 Arabidopsis thaliana CAA11429 T52134 Zwille protein/Zwille protein
98 100 AT5G43810 = NP_199194 Q9XGW1 AAD40098 BAB11310 ZLL (ZWILLE)/PINH_ARATH PINHEAD protein (ZWILLE protein)/PINHEAD /PINHEAD
BAB96813 Oryza sativa (japonica cultivar-group) BAD33046 ZLL/PNH homologous protein /ZLL/PNH homologous protein
100 —BAB96814 Oryza sativa (japonica cultivar-group) AGO1 homologous protein
P_468547 Oryza sativa (japonica cultivar-group) BAD23006 AGO1 homologous protein/AGO1 homologous protein
L BAD62111 Oryza sativa (japonica cultivar-group) putative AGO1 homologous protein
Smo_AtAGO6_5_1
100 rSmo_AtAGO6_15_1
Smo_AtAGO6_9_1
Ppa_AtAGO6_3_1 —Ppa_AtAGO6_1_1
AT1G48410 = NP_175274 NP_849784 004379 AAC18440 AAD49755 AAF79718 AAN41341 AGO1 (ARGONAUTE 1)/AGO1 (ARGONAUTE 1) /AGO1_ARATH Argonaute protein/Argonaute protein /Identical to Argonaute protein from Arabidopsis thaliana gb|U91995. EST gb|AA720232 co
ABC61503 Nicotiana benthamiana AGO1-2
ABC61502 Nicotiana benthamiana AGO1-1
XP_473529 Oryza sativa (japonica cultivar-group) CAE02070 OSJNBa0005N02.3/0SJNBa0005N02.3
BAD27856 Oryza sativa (japonica cultivar-group) putative argonaute protein
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