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AT3G48100 = NP_190393 Q9SB04 BAA31144 AAC26635 BAA34727 CAB41129 AAL62382 AAM48017 ARR5 (ARABIDOPSIS RESPONSE REGULATOR 5); transcription regulator/two-component response regulator /ARR5_ARATH Two-component response regulator ARR5 (Response reactor
AT5G62920 = NP_201097 Q9ZWS6 BAA34728 BAB10861 AAO44065 ARR6 (RESPONSE REGULATOR 6); transcription regulator/two-component response regulator /ARR6_ARATH Two-component response regulator ARR6 /response regulator 6 /response regulator 6 /At5g62920100

AAQ10675 Catharanthus roseus type-A response regulator
AT1G19050 = NP_173339 Q9ZWS7 BAA34729 AAF79300 ABD42983 ARR7 (RESPONSE REGULATOR 7); transcription regulator/two-component response regulator /ARR7_ARATH Two-component response regulator ARR7 /response regulator 7 /F14D16.20 /At1g19050

AT1G74890 = NP_177627 Q7G8V2 AAD55287 AAG40611 AAG51914 ARR15 (RESPONSE REGULATOR 15); transcription regulator/ARR15_ARATH Two-component response regulator ARR15/Similar to gb|AB008490 response regulator 7 (ARR7) from Arabidopsis thaliana. EST gb|A96
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AT1G59940 = NP_176202 Q9ZWS9 BAA34725 AAD39333 ABD60731 ARR3 (RESPONSE REGULATOR 3); transcription regulator/two-component response regulator /ARR3_ARATH Two-component response regulator ARR3 /response regulator 3 /response regulator 3 /At1g59940
AT1G10470 = NP_172517 O82798 BAA31143 AAC26636 BAA34726 AAD39568 ABD19659 ARR4 (RESPONSE REGULATOR 4); transcription regulator/two-component response regulator /ARR4_ARATH Two-component response regulator ARR4 (Response regulator 1) /responce regula100
AAK14395 Dianthus caryophyllus response regulator protein78
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AAQ10676 Catharanthus roseus type-A response regulator
AT3G56380 = NP_567037 Q9FPR6 AAG40613 ARR17; transcription regulator/two-component response regulator /ARR17_ARATH Two-component response regulator ARR17/response regulator 17
AT2G40670 = NP_181599 Q9SHC2 AAD32811 CAC10396 AAG40612 ARR16; transcription regulator/two-component response regulator /ARR16_ARATH Two-component response regulator ARR16/putative two-component response regulator protein /putative type A response r100

99
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BAB20579 Zea mays response regulator 4
BAB20580 Zea mays response regulator 554
NP_914660 Oryza sativa (japonica cultivar-group) BAB64697 CAI79408 Oryza sativa (indica cultivar-group) BAE79352 Oryza sativa (japonica cultivar-group) putative response regulator/putative response regulator /Type A response regulator 4 /typeA re100

AAQ10677 Catharanthus roseus type-A response regulator
BAB20581 Zea mays response regulator 6
BAE79354 Oryza sativa (japonica cultivar-group) typeA response regulator 10
CAI79413 Oryza sativa (indica cultivar-group) ABA91414 Oryza sativa (japonica cultivar-group) ABA91415 BAE79353 Type A response regulator 9/response regulator 6 /response regulator 6 /typeA response regulator 993
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AT2G41310 = NP_181663 O80365 BAA31145 AAC78541 AAL69459 ATRR3 (RESPONSE REGULATOR 3); transcription regulator/ARR8_ARATH Two-component response regulator ARR8 (Response reactor 3)/responce reactor3 /putative two-component response regulator 3 protei
AT3G57040 = NP_191263 O80366 BAA31146 CAB72174 AAL90898 AAM91401 ARR9 (RESPONSE REACTOR 4); transcription regulator/ARR9_ARATH Two-component response regulator ARR9 (Response reactor 4)/responce reactor4 /responce reactor 4 /AT3g57040/F24I3_120 /At399
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Smo_ARR5_33_2 Smo_ARR5_6_1
Smo_ARR5_27_132

Ppa_ARR5_30_1
Ppa_ARR5_12_1

Ppa_ARR5_74_187
Ppa_ARR5_56_148
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Ppa_ARR5_42_1
Ppa_ARR5_18_1

Ppa_ARR5_32_195
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XP_468534 Oryza sativa (japonica cultivar-group) BAD22948 CAI79407 Oryza sativa (indica cultivar-group) BAE79349 Oryza sativa (japonica cultivar-group) putative response regulator/putative response regulator /Type A response regulator 3 /typeA re
NP_911990 Oryza sativa (japonica cultivar-group) BAC15873 CAI79411 Oryza sativa (indica cultivar-group) BAE79351 Oryza sativa (japonica cultivar-group) putative response regulator/putative response regulator /Type A response regulator 7 /typeA re

XP_466892 Oryza sativa (japonica cultivar-group) BAD26481 BAE79350 putative response regulator/putative response regulator /typeA response regulator 11
BAB17300 Zea mays response regulator
CAE05717 Oryza sativa (japonica cultivar-group) CAI79409 Oryza sativa (indica cultivar-group) BAE79348 Oryza sativa (japonica cultivar-group) OSJNBb0065J09.13/Type A response regulator 5 /typeA response regulator 570
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XP_474315 Oryza sativa (japonica cultivar-group) CAE03227 CAJ14992 CAI79410 Oryza sativa (indica cultivar-group) BAE79347 Oryza sativa (japonica cultivar-group) OSJNBb0004A17.13/OSJNBa0018M05.2 /OSJNBb0004A17.17 /Type A response regulator 6 /type
BAA75253 Zea mays BAA85112 response regulator/response regulator 1

BAA82873 Zea mays BAA85113 ZmRR2/response regulator 263
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BAE79359 Oryza sativa (japonica cultivar-group) typeA response regulator 13
XP_482086 Oryza sativa (japonica cultivar-group) BAC45098 BAD05296 CAI79412 Oryza sativa (indica cultivar-group) BAE79357 Oryza sativa (japonica cultivar-group) putative response regulator/putative response regulator /putative response regulator

XP_481928 Oryza sativa (japonica cultivar-group) BAD03775 putative response regulator/putative response regulator
XP_482091 Oryza sativa (japonica cultivar-group) BAC45103 response regulator-like protein/response regulator-like protein58

BAE79358 Oryza sativa (japonica cultivar-group) typeA response regulator 1219
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XP_466223 Oryza sativa (japonica cultivar-group) XP_506827 BAD16423 CAI79406 Oryza sativa (indica cultivar-group) BAE79356 Oryza sativa (japonica cultivar-group) putative response regulator 7/PREDICTED OSJNBb0038F20.11 gene product /putative resp
BAB20582 Zea mays response regulator 789

CAI79405 Oryza sativa (indica cultivar-group) Type A response regulator 1
BAE79355 Oryza sativa (japonica cultivar-group) typeA response regulator 1100
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EAR88912 Tetrahymena thermophila SB210 Protein kinase domain containing protein
EAR86994 Tetrahymena thermophila SB210 Protein kinase domain containing protein100

YP_270608 Colwellia psychrerythraea 34H AAZ28790 response regulator/GGDEF domain protein /response regulator/GGDEF domain protein
NP_436884 Sinorhizobium meliloti 1021 CAC48744 putative regulatory protein/putative regulatory protein

ZP_00671488 Trichodesmium erythraeum IMS101 EAO29650 Guanylate cyclase:Response regulator receiver/Guanylate cyclase:Response regulator receiver99
XP_638612 Dictyostelium discoideum AX4 Q23917 Dictyostelium discoideum AAB03508 CAA06513 EAL65213 cAMP phosphodiesterase/REGA_DICDI 3',5'-cyclic-nucleotide phosphodiesterase regA (PDEase regA) /RegA /RegA /cAMP phosphodiesterase18
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2296_Cre
AT2G25180 = NP_180090 P62598 C84645 ARR12 (ARABIDOPSIS RESPONSE REGULATOR 12); transcription factor/two-component response regulator /ARR12_ARATH Two-component response regulator ARR12/C84645 hypothetical protein At2g25180
BAD82798 Oryza sativa (japonica cultivar-group) putative response regulator 1161
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Smo_ARR5_18_1
9723_Cre97

ABA91559 Oryza sativa (japonica cultivar-group) timing of CAB expression 1, putative
AT5G24470 = NP_568446 Q6LA42 BAB08930 BAB13743 AAL32986 AAN28873 APRR5 (PSEUDO-RESPONSE REGULATOR 5); transcription regulator/APRR5_ARATH Two-component response regulator-like APRR5 (Pseudo-response regulator 5)/unnamed protein product /pseudo-respo

BAE72699 Lemna paucicostata pseudo-response regulator 95 homologue
AT2G46790 = NP_566085 Q8L500 AAF86253 BAB13741 AAC33497 BAD95319 APRR9 (PSEUDO-RESPONSE REGULATOR 9); transcription regulator/APRR9_ARATH Two-component response regulator-like APRR9 (Pseudo-response regulator 9) /timing of CAB expression 1-like prot25
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Smo_ARR5_2_1
XP_493854 Oryza sativa (japonica cultivar-group) Q689G4 Oryza sativa AAN64489 Oryza sativa (japonica cultivar-group) BAD38856 BAD38859 Oryza sativa (indica cultivar-group) putative pseudo-response regulator/PRR73_ORYSA Two-component response re

XP_479630 Oryza sativa (japonica cultivar-group) Q689G8 Oryza sativa BAC84066 Oryza sativa (japonica cultivar-group) BAD38855 BAD38858 Oryza sativa (indica cultivar-group) putative pseudo-response regulator/PRR37_ORYSA Two-component response re62
AT5G60100 = NP_568919 Q9LVG4 BAA96939 BAB13744 AAY62604 APRR3 (PSEUDO-RESPONSE REGULATOR 3); transcription regulator/APRR3_ARATH Two-component response regulator-like APRR3 (Pseudo-response regulator 3) /unnamed protein product /pseudo-response regu

BAE72697 Lemna paucicostata pseudo-response regulator 37 homologue
BAE72700 Lemna gibba pseudo-response regulator 37 homologue98
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Smo_ARR5_11_1 Smo_ARR5_10_1
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ZP_00552815 Desulfuromonas acetoxidans DSM 684 EAM69676 IMP dehydrogenase/GMP reductase:Response regulator receiver:CheW-like protein:ATP-binding region, ATPase-like:Signal transducing histidine kinase, homodimeric /IMP dehydrogenase/GMP reductase:Re
YP_461238 Syntrophus aciditrophicus SB ABC77070 chemotaxis protein/chemotaxis protein28

YP_422802 Magnetospirillum magneticum AMB-1 BAE52243 Response regulator containing a CheY-like receiver domain and an HD-GYP domain/Response regulator containing a CheY-like receiver domain and an HD-GYP domain
ZP_00054894 Magnetospirillum magnetotacticum MS-1 COG3437: Response regulator containing a CheY-like receiver domain and an HD-GYP domain100

YP_436385 Hahella chejuensis KCTC 2396 ABC31960 Signal transduction histidine kinase/Signal transduction histidine kinase
NP_952338 Geobacter sulfurreducens PCA AAR34661 sensory box sensor histidine kinase/response regulator /sensory box sensor histidine kinase/response regulator

YP_423241 Magnetospirillum magneticum AMB-1 BAE52682 Sensor protein gacS/Sensor protein gacS
ZP_00054733 Magnetospirillum magnetotacticum MS-1 COG0784: FOG: CheY-like receiver100
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ZP_00345566 Nostoc punctiforme PCC 73102 COG0784: FOG: CheY-like receiver
ZP_00637231 Shewanella frigidimarina NCIMB 400 EAN76101 Response regulator receiver:ATP-binding region, ATPase-like:Histidine kinase, HAMP region:Histidine kinase A, N-terminal/Response regulator receiver:ATP-binding region, ATPase-like:Histidine kin

ZP_00560701 Desulfitobacterium hafniense DCB-2 YP_516772 Desulfitobacterium hafniense Y51 EAM95503 Desulfitobacterium hafniense DCB-2 BAE82328 Desulfitobacterium hafniense Y51 Response regulator receiver:ATP-binding region, ATPase-like:Histidin23
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0.100

↓ → Smo_ARR5_16_2(pt1)

↓ → Arabidopsis thaliana
     AT2G07440 = NP_178754(pt1)

← Oryza sativa ABA96406(pt2) 

← Oryza sativa XP_472626(pt2) 
Os04g0442300 Os04g0442300

identical

Os12g0139400
Os11g0143300

LOC_Os12g04500


