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89 AT4G33495 = NP_680759 CAB38808 CAB80067 BAC43408 BAD42412 unknown protein/putative protein /putative protein /unknown protein /plant-specific family protein RPD1
|—NP 917695 Oryza sativa (japonica cultivar-group) BAD61291 PO686E09.18/amino acid transporter-like
79 91 ,—NP 922282 Oryza sativa (japonica cultivar-group) AAK84443 AAP54569 hypothetical protein/hypothetical protein /hypothetical protein LOC_Os10g36680
43 AT1G06440 = NP_172132 AAF24818 AAU84676 AAX22272 unknown protein/F12K11.21 /At19g06440 /At1906440
AT5G45790 = NP_199391 BAB09222 unknown protein/tyrosine-specific protein phosphatase-like protein
41 8%_—ABA91378 Oryza sativa (japonica cultivar-group) receptor protein kinase
100 ABA96388 Oryza sativa (japonica cultivar-group) tyrosine-specific protein phosphatase, putative
— L_xp 465514 Oryza sativa (japonica cultivar-group) BAD19832 tyrosine-specific protein phosphatase-like/tyrosine-specific protein phosphatase-like
70 BAD54383 Oryza sativa (japonica cultivar-group) tyrosine-specific protein phosphatase-like protein
4' 99 ———ABDG65113 Brassica oleracea hypothetical protein 31.t00019
L——AT2G31290 = NP_180687 NP_001031455 AAD20674 AAL67006 AAM20128 BAD93738 unknown protein/unknown protein /hypothetical protein /Junknown protein /unknown protein /hypothetical protein
b 413 NP_908517 Oryza sativa (japonica cultivar-group) BAD86888 unnamed protein product/unknown protein
gl AT3G63090 = NP_191868 CAB87754 AAM20723 AAM65910 AAN15634 unknown protein/putative protein /putative protein /unknown /putative protein
CAD41467 Oryza sativa (japonica cultivar-group) OSJNBa0079A21.11
69 —|—AT3658520 = NP_567068 CAB68190 AAL06935 AAM61144 AAM91040 unknown protein/putative protein /AT3g58520/F14P22_110 /unknown /AT3g58520/F14P22_110
72 88 AAT75241 Oryza sativa (japonica cultivar-group) expressed protein
27 I AT2G39120 = NP_181445 AAC79622 unknown protein/hypothetical protein
82 T XP_466045 Oryza sativa (japonica cultivar-group) BAD25405 unknown protein/unknown protein
—:AT5G48040 NP_199615 BAB11068 AAU44577 AAV63932 unknown protein/unnamed protein product /hypothetical protein AT5G48040 /hypothetical protein At5g48040
96 AT4G24320 = NP_194163 CAB45067 CAB79342 unknown protein/putative protein /putative protein
XP 469204 (p12) AT1G71850 = NP_177330 CAA06977 AAF43238 unknown protein/hypothetical protein /Strong similarity to the higher plant tyrosine-s_peci.fic prptein phosphatases (PTPs) from A. thaliana gi|l341 3424.expressec_1 during gmbryogenesis. .
99 - L XP_469194 Oryza sativa (japonica cultivar-group) AAR87182 AAU89147 expressed protein/expressed protein /hypothetical protein  XP_469204 Oryza sativa (japonica cultivar-group) AAP44644 AAU89144 hypothetical protein/hypothetical protein /hypothetical protein
15 | 100 r—AAU44440 Arabidopsis thaliana hypothetical protein AT1G79120
43 AT1G79120 = NP_178033 AAC17048 AAV63862 unknown protein/Contains similarity to membrane associated salt-inducible protein gb|AF007269 from A. thaliana. /hypothetical protein At1979120
100 XP_470546 Oryza sativa (japonica cultivar-group) AAN65441 Hypothetical protein/Hypothetical protein ~ Os03g0181400
100 [ IEA94195 Oryza sativa (japonica cultivar-group) expressed protein | OG_Os11g34160
L AT5G21970 = NP_680185 CAC34490 AAM97112 AAO73893 unknown protein/putative protein /unknown protein /expressed protein
100 ,—XP 451000 Oryza sativa (japonica cultivar-group) BAD22252 BAD34338 unknown protein/unknown protein /unknown protein
AT4G08940 = NP_192633 AAD17372 CAB78018 AAQ65163 BAD43049 unknown protein/T3H13.12 gene product /hypothetical protein /At4g08940 /hypothetical protein
6 96 I XP_471783 Oryza sativa (japonica cultivar-group) CAE02242 OSJNBb0054B09.13/0SJNBb0054B09.13
— 63 L AT5G62990 = NP_201104 BAB08842 EMB1692/unnamed protein product
94 AABG61038 Arabidopsis thaliana contains similarity to membrane associated salt-inducible protein chrd:complement(449779..453245)
63 I:AAU44092 Oryza sativa (japonica cultivar-group) unknown protein
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