
XP_637791 Dictyostelium discoideum AX4 EAL64286 Dictyostelium discoideum hypothetical protein DDB0186865/hypothetical protein DDB0186865
CAJ09126 Leishmania major phosphatidylinositolN-acetylglucosaminyltransfe ra sesubunit c, putative

XP_822856 Trypanosoma brucei TREU927 EAN78028 Trypanosoma brucei phosphatidylinositol N-acetylglucosaminyltransferase subunit c/phosphatidylinositolN- acetylglucosaminyltransferase subunit c, putative
XP_810091 Trypanosoma cruzi strain CL Brener EAN88240 Trypanosoma cruzi phosphatidylinositol N-acetylglucosaminyltransferase subunit C/phosphatidylinositol N-acetylglucosaminyltransferase subunit C, putative
XP_810799 Trypanosoma cruzi strain CL Brener EAN88948 Trypanosoma cruzi phosphatidylinositol N-acetylglucosaminyltransferase subunit C/phosphatidylinositol N-acetylglucosaminyltransferase subunit C, putative

CAI84649 Toxoplasma gondii phosphatidylinositol N-acetylglucosaminyltransferase subunit C
XP_628152 Cryptosporidium parvum Iowa II EAK88316 Cryptosporidium parvum phosphatidylinositol-glycan-class c/phosphatidylinositol-glycan-class c, pigC
XP_665688 Cryptosporidium hominis TU502 EAL35460 Cryptosporidium hominis phosphatidylinositol-glycan-class c/phosphatidylinositol-glycan-class c

AT2G34980 = NP_181043 AAC12837 SETH1; transferase/putative phosphatidylinositol-glycan synthase
XP_466812 Oryza sativa (japonica cultivar-group) BAD21552 putative phosphatidylinositol glycan, class C; phosphatidylinositol-glycan biosynthesis, class C protein/putative phosphatidylinositol glycan, class C; phosphatidylinositol-glycan biosynthesis

Ppa_SETH1_1_1
Smo_SETH1_1_2
Smo_SETH1_2_2

4517_Cre
NP_001034134 Mus musculus NP_080354 Q9CXR4 BAB29152 AAH06938 BAE41600 BAE31396 phosphatidylinositol glycan, classC/phosphatidylinositol glycan, classC /PIGC_MOUSE Phosphatidylinositol N-acetylglucosaminyltransferase subunit C (Phosphatidylinositol-gl
BAE33529 Mus musculus unnamed protein product
NP_001012207 Rattus norvegicus Q5PQQ4 AAH87080 phosphatidylinositol glycan, class C (predicted)/PIGC_RAT Phosphatidylinositol N-acetylglucosaminyltransferase subunit C (Phosphatidylinositol-glycan biosynthesis, class C protein) (PIG-C)/Phosphatidylin

XP_585840 Bos taurus PREDICTED: similar to phosphatidylinositol glycan, classC
NP_001029555 Bos taurus AAI03059 hypothetical protein LOC510483/Hypothetical protein LOC510483
NP_714969 Homo sapiens NP_002633 Q92535 BAA12812 CAB10071 AAH06539 AAP35380 AAP36641 synthetic construct CAG29288 Homo sapiens AAX29574 synthetic construct AAX29575 AAX42111 AAX42112 phosphatidylinositol glycan, class C/phosphatidylinositol gly
BAA22866 Homo sapiens PIGC
XP_537194 Canis familiaris PREDICTED: similar to Phosphatidylinositol N-acetylglucosaminyltransferase subunit C (Phosphatidylinositol-glycan biosynthesis, class C protein) (PIG-C)

XP_422231 Gallus gallus PREDICTED: similar to phosphatidylinositol glycan, classC
NP_001017125 Xenopus tropicalis hypothetical protein LOC549879
AAH84784 Xenopus laevis LOC495323 protein

NP_998426 Danio rerio AAH68421 CAI20802 phosphatidylinositol glycan, class C/Phosphatidylinositol glycan, class C /phosphatidylinositol glycan, class C
XP_315953 Anopheles gambiae str. PEST EAA11640 ENSANGP00000014196/ENSANGP00000014196

EAL29981 Drosophila pseudoobscura GA11379-PA
NP_647804 Drosophila melanogaster AAF47758 CG12077-PA/CG12077-PA

NP_501645 Caenorhabditis elegans CAA92490 T20D3.8/Hypothetical protein T20D3.8
XP_572564 Cryptococcus neoformans var. neoformans JEC21 EAL17706 Cryptococcus neoformans var. neoformans B-3501A AAW45257 Cryptococcus neoformans var. neoformans JEC21 hypothetical protein/hypothetical protein CNBL2210 /conserved hypothetical pro

NP_588096 Schizosaccharomyces pombe 972h- CAA19108 Schizosaccharomyces pombe hypothetical protein SPCC550.04c/SPCC550.04c
XP_754889 Aspergillus fumigatus Af293 AAS68361 Aspergillus fumigatus EAL92851 Aspergillus fumigatus Af293 hypothetical protein Afu3g07170/phosphatidylinositol:UDP-GlcNAc transferase PIG-C /PIGC

BAE63425 Aspergillus oryzae unnamed protein product
XP_361173 Magnaporthe grisea 70-15 hypothetical protein MG03716.4
XP_388731 Gibberella zeae PH-1 EAA71416 hypothetical protein FG08555.1/hypothetical protein FG08555.1

XP_500874 Yarrowia lipolytica CLIB122 CAG83125 hypothetical protein/unnamed protein product
XP_717493 Candida albicans SC5314 XP_717401 EAK98432 EAK98527 hypothetical protein CaO19_8171/hypothetical protein CaO19_538 /hypothetical protein CaO19.538 /hypothetical protein CaO19.8171

XP_460974 Debaryomyces hansenii CBS767 CAG89332 hypothetical protein DEHA0F15213g/unnamed protein product
NP_984614 Eremothecium gossypii AAS52438 Ashbya gossypii ATCC 10895 AEL247Wp/AEL247Wp

XP_455011 Kluyveromyces lactis NRRL Y-1140 CAH00098 unnamed protein product/unnamed protein product
XP_447031 Candida glabrata CBS 138 CAG59964 unnamed protein product/unnamed protein product

NP_015249 Saccharomyces cerevisiae P46961 BAA06128 AAB68262 AAT92980 Protein involved in the synthesis of N-acetylglucosaminyl phosphatidylinositol (GlcNAc-PI), the first intermediate in the synthesis of glycosylphosphatidylinositol (GPI) anchors; ho
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