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XP_784188 Strongylocentrotus purpuratus PREDICTED: similar to tetratricopeptide repeat domain 7B
XP_314552 Anopheles gambiae str. PEST EAA09909 ENSANGP00000016273/ENSANGP00000016273

EAL26537 Drosophila pseudoobscura GA20988-PA
NP_652063 Drosophila melanogaster AAD34768 AAF57269 lethal (2) k14710 CG8325-PA/unknown /CG8325-PA100

100

XP_624273 Apis mellifera PREDICTED: similar to ENSANGP00000016273
100

70

XP_127105 Mus musculus XP_917332 PREDICTED: tetratricopeptide repeat domain 7B isoform 1/PREDICTED: similar to tetratricopeptide repeat domain 7B isoform 2
XP_537538 Canis familiaris PREDICTED: similar to tetratricopeptide repeat domain 7B37
NP_001010854 Homo sapiens tetratricopeptide repeat domain 7B100

XP_687771 Danio rerio PREDICTED: similar to tetratricopeptide repeat domain 7A
XP_343014 Rattus norvegicus PREDICTED: similar to tetratricopeptide repeat domain 7
NP_082915 Mus musculus Q8BGB2 BAC30634 BAC34153 BAC37865 AAH42512 tetratricopeptide repeat domain 7/TTC7A_MOUSE Tetratricopeptide repeat protein 7A (TPR repeat protein 7)/unnamed protein product /unnamed protein product /unnamed protein product /Tetr
BAC30643 Mus musculus unnamed protein product100

99

XP_531812 Canis familiaris PREDICTED: similar to Tetratricopeptide repeat protein 7A (TPR repeat protein 7)
NP_065191 Homo sapiens CAD39046 tetratricopeptide repeat domain 7A/hypothetical protein
Q9ULT0 Homo sapiens AAI11488 TTC7A_HUMAN Tetratricopeptide repeat protein 7A (TPR repeat protein 7)/Unknown (protein for MGC:131720)94
XP_515455 Pan troglodytes PREDICTED: hypothetical protein XP_51545599
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AT1G27460 = NP_564285 AAF99738 AAL16183 AAQ22600 NPGR1 (NO POLLEN GERMINATION RELATED 1); calmodulin binding/F17L21.25 /At1g27460/F17L21_26 /At1g27460/F17L21_26
Ppa_NPG1_3_1

Ppa_NPG1_10_197
Smo_NPG1_5_2

Smo_NPG1_4_2100
ABB47781 Oryza sativa (japonica cultivar-group) ABB47782 New cDNA-based Gene/New cDNA-based Gene

AT4G28600 = NP_194589 CAB81448 AAU05492 AAV85695 NPGR2 (NO POLLEN GERMINATION RELATED 2); calmodulin binding/putative protein /At4g28600 /At4g2860099
Smo_NPG1_34_1
Smo_NPG1_123_1100

ABA98977 Oryza sativa (japonica cultivar-group) calmodulin-binding protein MPCBP
ABA95388 Oryza sativa (japonica cultivar-group) TPR Domain, putative

AAP85535 Oryza sativa (indica cultivar-group) calmodulin-binding protein98
AAG12459 Zea mays calmodulin-binding protein MPCBP98

100

AT2G43040 = NP_850382 AAD22127 AAO14644 NPG1 (NO POLLEN GERMINATION 1); calmodulin binding/hypothetical protein /pollen-specific calmodulin-binding protein
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