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AT4G35280 = NP_195254 CAA18741 CAB80245 nucleic acid binding/transcription factor/zinc ion binding /putative zinc-finger protein /putative zinc-finger protein

AT2G17180 = NP_179309 AAD25136 AAY78685 nucleic acid binding/transcription factor/zinc ion binding /putative C2H2-type zinc finger protein /zinc finger (C2H2 type) family protein
XP_472828 Oryza sativa (japonica cultivar-group) CAE03054 OSJNBa0089K21.8/OSJNBa0089K21.8

AAT40491 Solanum demissum putative zinc finger protein
AT5G56200 = NP_200431 BAB09111 nucleic acid binding/transcription factor/zinc ion binding /unnamed protein product

BAA19113 Petunia x hybrida tapetum-specific zinc finger protein 1
BAA19114 Petunia x hybrida PEThy;ZPT4-1

AAY40251 Silene latifolia Cys2/His2 zinc-finger transcription factor
XP_473436 Oryza sativa (japonica cultivar-group) CAD41223 OSJNBa0010H02.10/OSJNBa0010H02.10

XP_467149 Oryza sativa (japonica cultivar-group) BAD25777 BAD25740 putative PEThy;ZPT4-1/putative PEThy;ZPT4-1 /putative PEThy;ZPT4-1
BAA19112 Petunia x hybrida PEThy;ZPT3-1

BAA21928 Petunia x hybrida ZPT4-4
BAA19926 Petunia x hybrida PEThy; ZPT4-2

BAA20137 Petunia x hybrida ZPT4-3
AT1G26590 = NP_173981 AAF98559 nucleic acid binding/transcription factor/zinc ion binding /Contains similarity to C2H2 zinc finger protein (PEThy;ZPT4-2) from Petunia hybrida gb|AB000456 and contains three Zinc finger (C2H2 type) PF|00096 motifs.

XP_479025 Oryza sativa (japonica cultivar-group) BAC15494 BAC83220 ZPT4-4 (zinc-finger protein)-like protein/ZPT4-4 (zinc-finger protein)-like protein /ZPT4-4 (zinc-finger protein)-like protein
XP_468767 Oryza sativa (japonica cultivar-group) AAS07213 putative zinc finger protein (C2H2-type)/putative zinc finger protein (C2H2-type)

AT1G49900 = NP_175412 AAG51770 AAG60166 nucleic acid binding/transcription factor/zinc ion binding /zinc finger protein ATZF1, putative; 45974-42444 /Cys2/His2-type zinc finger protein, putative
AT5G61470 = NP_200955 BAB10446 nucleic acid binding/transcription factor/zinc ion binding /unnamed protein product

AT1G02030 = NP_171705 CAA67227 AAC24367 nucleic acid binding/transcription factor/zinc ion binding /C2H2 zinc finger protein /C2H2 zinc finger protein
AT2G45120 = NP_182037 AAD32825 AAL69471 nucleic acid binding/transcription factor/zinc ion binding /putative C2H2-type zinc finger protein /At2g45120/T14P1.7
AT3G60580 = NP_191617 CAB81844 BAC43008 AAO63347 nucleic acid binding/transcription factor/zinc ion binding /zinc finger protein-like /putative zinc finger protein /At3g60580

XP_473437 Oryza sativa (japonica cultivar-group) CAE01690 OSJNBa0010H02.11/OSJNBa0010H02.11
XP_467152 Oryza sativa (japonica cultivar-group) BAD25743 zinc finger protein-like/zinc finger protein-like

ABB47973 Oryza sativa (japonica cultivar-group) New cDNA-based Gene
AAY40250 Silene latifolia Cys2/His2 zinc-finger transcription factor

AAY40249 Silene latifolia Cys2/His2 zinc-finger transcription factor
BAA21927 Petunia x hybrida BAA96071 ZPT3-3/C2H2 zinc-finger protein ZPT3-3
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