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XP_396456 Apis mellifera PREDICTED: similar to CG15669-PI, isoform I
NP_726078 Drosophila melanogaster NP_995916 AAG22191 AAN71011 AAN71023 AAN71066 AAG22190 Misexpression suppressor of KSR 2 CG15669-PC, isoform C/Misexpression suppressor of KSR 2 CG15669-PK, isoform K /CG15669-PC, isoform C /AT01178p /AT04445p /AT140
NP_726077 Drosophila melanogaster AAM70907 Misexpression suppressor of KSR 2 CG15669-PB, isoform B/CG15669-PB, isoform B66
NP_995914 Drosophila melanogaster NP_995915 AAG28487 AAN71162 AAN71528 AAS64904 AAM70912 Misexpression suppressor of KSR 2 CG15669-PI, isoform I/Misexpression suppressor of KSR 2 CG15669-PJ, isoform J /Misexpression suppressor of KSR /GH09802p /RH130
NP_995913 Drosophila melanogaster NP_995912 NP_726076 NP_523804 AAL39182 AAM70905 AAM70910 AAO41477 AAM70906 AAM70904 Misexpression suppressor of KSR 2 CG15669-PF, isoform F/Misexpression suppressor of KSR 2 CG15669-PE, isoform E /Misexpression suppr47
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XP_314953 Anopheles gambiae str. PEST EAA10151 ENSANGP00000019326/ENSANGP00000019326
XP_314952 Anopheles gambiae str. PEST EAA44402 ENSANGP00000022640/ENSANGP00000022640

XP_314951 Anopheles gambiae str. PEST EAA44400 ENSANGP00000024516/ENSANGP0000002451645
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XP_418430 Gallus gallus PREDICTED: similar to N-myc downstream regulated gene 1; differentiation-related gene 1 protein; N-myc downstream regulated gene 1 protein; tunicamycin-responsive protein; nickel-specific induction protein Cap43; protein regul
NP_006087 Homo sapiens Q92597 BAA13505 AAC13419 AAH03175 AAQ18036 CAG33123 AAX32408 synthetic construct BAD97262 Homo sapiens BAE01922 Macaca fascicularis N-myc downstream regulated gene 1/NDRG1_HUMAN NDRG1 protein (N-myc downstream regulated g
CAA63430 Homo sapiens Drg174

XP_576281 Rattus norvegicus NP_001011991 AAS78638 AAH81898 PREDICTED: N-myc downstream regulated gene 1 (predicted)/N-myc downstream regulated gene 1 (predicted) /N-myc downstream regulated 1 /N-myc downstream regulated gene 1 (predicted)
NP_035014 Mus musculus Q62433 AAB03484 BAB23362 AAH15282 AAH71235 BAE36611 BAE41683 BAE41927 BAE42042 N-myc downstream regulated gene 1/NDRG1_MOUSE NDRG1 protein (N-myc downstream-regulated gene 1 protein) (Protein Ndr1) /cytoplasmic protein Ndr1 /un
BAE41797 Mus musculus unnamed protein product85
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XP_539170 Canis familiaris PREDICTED: similar to N-myc downstream regulated gene 1
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NP_001030181 Bos taurus AAI03347 hypothetical protein LOC504499/Hypothetical protein LOC504499
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AAH82385 Xenopus laevis MGC81796 protein
NP_001008146 Xenopus tropicalis AAH81359 ndrg4-prov protein/Ndrg4-prov protein
AAH46693 Xenopus laevis Ndr1-prov protein63
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NP_998513 Danio rerio CAE18169 N-myc downstream regulated gene 1/N-myc downstream regulated gene 1 protein, ndrg1
NP_956986 Danio rerio AAH59429 N-myc downstream regulated gene 1, like/N-myc downstream regulated gene 1, like
XP_702324 Danio rerio PREDICTED: hypothetical protein XP_697232100
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AAK34944 Homo sapiens NDR3
NP_071922 Homo sapiens NP_114402 Q9UGV2 BAB20067 BAB55277 AAL08807 CAI21399 CAI21401 CAI21461 CAI21463 N-myc downstream-regulated gene 3 isoform b/N-myc downstream-regulated gene 3 isoform a /NDRG3_HUMAN NDRG3 protein /NDRG3 /unnamed protein product
CAH91315 Pongo pygmaeus hypothetical protein49
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XP_534411 Canis familiaris XP_865665 PREDICTED: similar to N-myc downstream-regulated gene 3 isoform a isoform 1/PREDICTED: similar to N-myc downstream-regulated gene 3 isoform a isoform 3
NP_001013945 Rattus norvegicus AAH78946 similar to Ndr3 protein/Hypothetical LOC296318
NP_038893 Mus musculus Q9QYF9 BAA85883 BAB23475 AAH18504 BAC29818 BAE32930 N-myc downstream regulated gene 3/NDRG3_MOUSE NDRG3 protein (Ndr3 protein) /Ndr1 related protein Ndr3 /unnamed protein product /Ndrg3 protein /unnamed protein product /unnamed96
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XP_417315 Gallus gallus PREDICTED: similar to Ndrg3 protein
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NP_001008593 Danio rerio AAH86746 hypothetical protein LOC494050/Zgc:101847
CAF97019 Tetraodon nigroviridis unnamed protein product100

NP_038892 Mus musculus Q9QYG0 BAA85882 AAH12963 BAE34721 BAE32700 N-myc downstream regulated gene 2/NDRG2_MOUSE NDRG2 protein (Ndr2 protein) /Ndr1 related protein Ndr2 /N-myc downstream regulated gene 2 /unnamed protein product /unnamed protein produ
BAE39998 Mus musculus unnamed protein product96

NP_598267 Rattus norvegicus CAD19997 CAD19998 CAD19999 CAD20000 AAL73186 AAL73187 N-myc downstream regulated gene 2/NDRG1 related protein NDRG2a1 /NDRG1 related protein NDRG2a2 /NDRG1 related protein NDRG2b1 /NDRG1 related protein NDRG2b2 /antidepres60

NP_001030381 Bos taurus AAI03468 NDRG family member 2/NDRG family member 2
XP_851185 Canis familiaris XP_863366 XP_863342 PREDICTED: similar to NDRG2 protein (Syld709613 protein) isoform 1/PREDICTED: similar to N-myc downstream-regulated gene 2 isoform b isoform 7 /PREDICTED: similar to N-myc downstream-regulated gene 2 iso20
BAE01975 Macaca fascicularis unnamed protein product
CAH92501 Pongo pygmaeus CAH92721 hypothetical protein/hypothetical protein
CAH90824 Pongo pygmaeus hypothetical protein39
AAL08624 Homo sapiens NDR1-related protein NDR2

NP_963293 Homo sapiens NP_963831 NP_963832 NP_963833 NP_963835 NP_963834 NP_057334 NP_963294 Q9UN36 AAD43131 BAA86562 CAB66509 AAH10458 AAM10500 CAH18108 N-myc downstream-regulated gene 2 isoform a/N-myc downstream-regulated gene 2 isoform a /N-myc d
AAH93038 Homo sapiens N-myc downstream-regulated gene 2, isoform b27
AAK50340 Homo sapiens N-myc downstream regulator 228
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O23969 Helianthus annuus CAA70260 SF21_HELAN Pollen-specific protein SF21/sf21
AAF00549 Helianthus annuus SF21 protein84

AT5G56750 = NP_200486 BAB09893 AAK91444 AAL90993 AAM65086 unknown protein/pollen specific protein SF21 /AT5g56750/MIK19_22 /AT5g56750/MIK19_22 /pollen specific protein SF21
ABB79742 Helianthus annuus SF21C1

AAS79353 Helianthus annuus SF21C1 protein100
ABB82547 Helianthus annuus ABB82548 SF21D1 splice variant protein/SF21D2 splice variant protein

ABB82549 Helianthus annuus SF21E protein89
92

XP_464735 Oryza sativa (japonica cultivar-group) BAD17069 BAD25643 putative pollen specific protein/putative pollen specific protein /putative pollen specific protein
BAD53753 Oryza sativa (japonica cultivar-group) putative SF21C1 protein59

NP_914571 Oryza sativa (japonica cultivar-group) BAD72239 putative pollen specific protein SF21/putative pollen specific protein SF21
XP_476086 Oryza sativa (japonica cultivar-group) AAV59450 putative pollen specific protein SF21/putative pollen specific protein SF2187
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AT5G11790 = NP_568251 CAB87697 AAK32835 AAL15386 unknown protein/putative protein /AT5g11790/T22P22_180 /AT5g11790/T22P22_180
AT2G19620 = NP_179552 AAD10160 unknown protein/putative SF21 protein Helianthus annuus
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