
Ppa_GPAT1_25_1
Ppa_GPAT1_18_1

Ppa_GPAT1_1_1
XP_469626 Oryza sativa (japonica cultivar-group) AAP03413 AAR07089 hypothetical protein/hypothetical protein /unknown protein

NP_921459 Oryza sativa (japonica cultivar-group) AAP53746 hypothetical protein/Acyltransferase, putative
AAV64185 Zea mays hypothetical protein B9002
AAV64223 Zea mays hypothetical protein B9002

Smo_GPAT1_10_1
Smo_GPAT1_35_1

Smo_GPAT1_31_2
Smo_GPAT1_163_1

Ppa_GPAT1_9_1
Ppa_GPAT1_15_2

Ppa_GPAT1_12_2
AT2G38110 = NP_181346 O80437 AAC27160 AAL32799 AAM47976 ATGPAT6/GPAT6; 1-acylglycerol-3-phosphate O-acyltransferase/acyltransferase /GPAT6_ARATH Glycerol-3-phosphate acyltransferase 6 (AtGPAT6)/unknown protein /Unknown protein /unknown protein

BAD82462 Oryza sativa (japonica cultivar-group) phospholipid/glycerol acyltransferase-like protein
AT1G01610 = NP_171667 Q9LMM0 AAF81319 AAL32544 AAM13293 ATGPAT4/GPAT4; 1-acylglycerol-3-phosphate O-acyltransferase/acyltransferase /GPAT4_ARATH Glycerol-3-phosphate acyltransferase 4 (AtGPAT4)/Contains similarity to a hypothetical protein F16M14.4
AT4G00400 = NP_191950 Q5XF03 AAB62826 AAF02784 CAB80798 AAU94376 acyltransferase/GPAT8_ARATH Probable glycerol-3-phosphate acyltransferase 8/A_IG005I10.4 gene product /F5I10.4 gene product /putative protein /At4g00400

XP_463861 Oryza sativa (japonica cultivar-group) BAD07928 BAD07650 phospholipid/glycerol acyltransferase-like protein /phospholipid/glycerol acyltransferase-like protein /phospholipid/glycerol acyltransferase-like protein
Smo_GPAT1_3_7 Smo_GPAT1_81_1

Smo_GPAT1_3_8
Smo_GPAT1_80_2

Smo_GPAT1_27_1 Smo_GPAT1_28_1
Ppa_GPAT1_6_2

AT3G11430 = NP_187750 Q9CAY3 AAG51432 BAC42290 AAO50667 ATGPAT5/GPAT5; 1-acylglycerol-3-phosphate O-acyltransferase/acyltransferase/organic anion transporter /GPAT5_ARATH Glycerol-3-phosphate acyltransferase 5 (AtGPAT5)/unknown protein; 38446-40213
AT5G06090 = NP_196227 Q9LHS7 BAA98198 ATGPAT7/GPAT7; 1-acylglycerol-3-phosphate O-acyltransferase/acyltransferase /GPAT7_ARATH Putative glycerol-3-phosphate acyltransferase 7 (AtGPAT7)/unnamed protein product

AAU44013 Oryza sativa (japonica cultivar-group) hypothetical protein
Smo_GPAT1_21_3 Smo_GPAT1_43_2

Smo_GPAT1_13_2 Smo_GPAT1_29_1
Smo_GPAT1_6_1

Smo_GPAT1_62_2
Smo_GPAT1_3_3
Smo_GPAT1_82_3

Smo_GPAT1_26_1
Smo_GPAT1_25_2

XP_479937 Oryza sativa (japonica cultivar-group) BAD33368 phospholipid/glycerol acyltransferase family-like /phospholipid/glycerol acyltransferase-like protein
AAL73535 Sorghum bicolor hypothetical protein SBl8C08.18

NP_917827 Oryza sativa (japonica cultivar-group) B1158C05.7
AT1G06520 = NP_563768 Q9SHJ5 AAF24816 AAM67097 ATGPAT1/GPAT1; 1-acylglycerol-3-phosphate O-acyltransferase/acyltransferase /GPAT1_ARATH Glycerol-3-phosphate acyltransferase 1 (AtGPAT1)/F12K11.15 /unknown

AT1G02390 = NP_563651 Q9FZ22 AAG00890 AAL31892 AAM19855 ATGPAT2/GPAT2; acyltransferase /GPAT2_ARATH Probable glycerol-3-phosphate acyltransferase 2 (AtGPAT2)/Unknown protein /At1g02390/T6A9_17 /At1g02390/T6A9_17
AT4G01950 = NP_192104 Q9SYJ2 AAD22657 CAB80688 AAM19774 AAN31103 ATGPAT3/GPAT3; acyltransferase /GPAT3_ARATH Probable glycerol-3-phosphate acyltransferase 3 (AtGPAT3)/predicted protein of unknown function /predicted protein of unknown function /AT4g

ABA95401 Oryza sativa (japonica cultivar-group) Acyltransferase, putative
ABA98956 Oryza sativa (japonica cultivar-group) Acyltransferase, putative

XP_470166 Oryza sativa (japonica cultivar-group) AAP46241 hypothetical protein/hypothetical protein
NP_908731 Oryza sativa (japonica cultivar-group) BAD54706 P0554D10.9/phospholipid/glycerol acyltransferase -like protein

NP_914072 Oryza sativa (japonica cultivar-group) BAD86910 P0487H02.19/hypothetical protein
XP_476278 Oryza sativa (japonica cultivar-group) AAS98509 putative phospholipid/glycerol acyltransferase /putative phospholipid/glycerol acyltransferase

NP_912757 Oryza sativa (japonica cultivar-group) BAA87849 BAA92218 unnamed protein product/hypothetical protein /hypothetical protein
NP_922717 Oryza sativa (japonica cultivar-group) AAL79787 AAP55004 hypothetical protein/hypothetical protein /hypothetical protein LOC_Os10g41070
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