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AT1G79460 = NP_178064 Q9SAK2 AAC39443 AAD30231 BAD43824 GA2 (GA REQUIRING 2); ent-kaurene synthase/KSB_ARATH Ent-kaurene synthase B, chloroplast precursor (KSB) (AtKS)/ent-kaurene synthase /Identical to gb|AF034774 ent-kaurene synthase (GA2) from Ar

84 100 AAD34295 Stevia rebaudiana kaurene synthase
90 L':[AADCMZSM Stevia rebaudiana kaurene synthase

BAB12441 Lactuca sativa ent-kaurene synthase No1
99 Q39548 Cucurbita maxima AAB39482 KSB_CUCMA Ent-kaurene synthase B, chloroplast precursor (KSB)/ent-kaurene synthase B
—|:BAB1 9275 Cucumis sativus ent-kaurene synthase
86 9% BAD54752 Oryza sativa (japonica cultivar-group) ent-sandaaracopimaradiene synthase
88 BAD34478 Oryza sativa (japonica cultivar-group) ABA93676 stemer-13-ene synthase/Terpene synthase family, metal binding domain, putative
98 XP_466359 Oryza sativa (japonica cultivar-group) BAD17276 BAE72101 putative ent-kaurene synthase B/putative ent-kaurene synthase B /ent-kaurene synthase like 6
4@072565 Oryza sativa (japonica cultivar-group) ent-kaurene synthase like-6
94 XP_466353 Oryza sativa (japonica cultivar-group) BAD17270 BAE72100 putative ent-kaurene synthase B/putative ent-kaurene synthase B /ent-kaurene synthase like 5
100 rBAD54751 Oryza sativa (japonica cultivar-group) 9b-pimara-7,15-diene synthase
JAAQ72563 Oryza sativa (japonica cultivar-group) AAU05906 Oryza sativa (indica cultivar-group) ent-kaurene synthase like-4/syn-pimara-7,15-diene synthase
85 67 26 AAO18435 Zea mays terpene synthase

XP_473861 Oryza sativa (japonica cultivar-group) CAE05202 OSJNBa0070C17.9/0SJNBa0070C17.9
XP_466341 Oryza sativa (japonica cultivar-group) BAC56714 Oryza sativa BAD17672 Oryza sativa (japonica cultivar-group) putative ent-kaurene synthase/putative diterpene cyclase /putative ent-kaurene synthase
AAQ72562 Oryza sativa (japonica cultivar-group) ent-kaurene synthase like-2
= 88~AAQ72561 Oryza sativa (japonica cultivar-group) ent-kaurene synthase 1C
100 | [AAQ72560 Oryza sativa (japonica cultivar-group) ent-kaurene synthase 1B
AQ72559 Oryza sativa (japonica cultivar-group) BAE72099 ent-kaurene synthase 1A/ent-kaurene synthase 1
AAT49066 Hordeum vulgare subsp. vulgare ent-kaurene synthase-like protein 1
AAS98912 Nicotiana tabacum terpenoid cyclase
100 AAC49395 Clarkia breweri S-linalool synthase
100 | £AD19839 Clarkia concinna linalool synthase
100 L AAD19840 Clarkia breweri linalool synthase 2
100 r—AAO85540 Arabidopsis thaliana terpene synthase
AT1G61120 = NP_564772 AAL24105 AAN71959 lyase/putative S-linalool synthase /putative S-linalool synthase
48-AAP79448 Nicotiana tabacum epi-arisotolchene synthase 110
AAPO05760 Nicotiana attenuata 5-epi-aristolochene synthase 12
EAS Nicotiana tabacum 5EAT AAA19216 5-Epi-Aristolochene Synthase From Nicotiana Tabacum/5-Epi-Aristolochene Synthase From Nicotiana Tabacum With Substrate Analog Farnesyl Hydroxyphosphonate/5-epi-aristolochene synthase
HXC Nicotiana tabacum Q40577 5EAU A Chain A, Crystal Structure Of Teas C440w/5EAS_TOBAC Aristolchene synthase (5-epi-aristolochene synthase) (EAS) /5-Epi-Aristolochene Synthase From Nicotiana Tabacum
1HXG Nicotiana tabacum 1HXA 1HX9 A Chain A, Crystal Structure Of Teas W273sC440W/A Chain A, Crystal Structure Of Teas W273s Form 2 /A Chain A, Crystal Structure Of Teas W273s Form 1
AP05762 Nicotiana attenuata 5-epi-aristolochene synthase 37
AAO85555 Nicotiana attenuata 5-epi-aristolochene synthase
100 rAAC61260 Capsicum annuum sesquiterpene cyclase
CAA06614 Capsicum annuum var. annuum 5-epi-aristolochene synthase
AAF21053 Capsicum annuum UV-induced sesquiterpene cyclase
—AAAB86337 Hyoscyamus muticus vetispiradiene synthase
3p-AAG09949 Lycopersicon esculentum vetispiradiene synthase
100 | [LBAA82092 Solanum tuberosum BAA82141 vetispiradiene synthase/vetispiradiene synthase
AAD02268 Solanum tuberosum putative vetispiradiene synthase 3
FAPAAD02269 Solanum tuberosum putative vetispiradiene synthase 4
5 BAA82108 Solanum tuberosum vetispiradiene synthase
AAD02223 Solanum tuberosum AAD02270 BAA82109 vetispiradiene synthase/putative vetispiradiene synthase 5 /vetispiradiene synthase
CAC83059 Marrubium vulgare putative terpenesynthase-1
30 100 —CAH10288 Mentha x piperita cis-muuroladiene synthase
] L—AAB95209 Mentha x piperita CAH10289 (E)-B-farnesene synthase/(E)-beta-farnesene synthase
P59287 Ricinus communis CASS_RICCO Casbene synthase, chloroplast precursor
66 100 I AAT72931 Solidago canadensis cascarilladiene synthase
|L|:AAM21 658 Cichorium intybus germacrene A synthase long form
AAY41421 Helianthus annuus putative germacrene synthase 1
57 AT3G14490 = NP_188067 lyase
100 AT3G32030 = NP_189746 BAB01981 lyase/5-epi-aristolochene syntase-like protein; terpene synthase
100 AAO085536 Arabidopsis thaliana terpene synthase
[AT3G29410 = NP_189587 BAB02588 lyase/terpene cyclase/synthase
AAX44034 Gossypium hirsutum (+)-delta-cadinene synthase
Q39760 Gossypium arboreum AAA93065 AAF74977 Gossypium hirsutum AAX44033 DCS2_GOSAR (+)-delta-cadinene synthase isozyme XC14 (D-cadinene synthase)/(+)-delta-cadinene synthase isozyme XC14/(+)-delta-cadinene synthase /(+)-delta-cadinene synthase
49853 Gossypium arboreum CAA76223 DCS4_GOSAR (+)-delta-cadinene synthase isozyme C2 (D-cadinene synthase)/(+)-delta-cadinene synthase
100 P93665 Gossypium hirsutum AAC12784 DCS1_GOSHI (+)-delta-cadinene synthase (D-cadinene synthase)/(+)-delta-cadinene synthase
Q39761 Gossypium arboreum AAA93064 DCS1_GOSAR (+)-delta-cadinene synthase isozyme XC1 (D-cadinene synthase)/(+)-delta-cadinene synthase isozyme XC1
100 Q43714 Gossypium arboreum AAB41259 CAA65289 DCS3_GOSAR (+)-delta-cadinene synthase isozyme A (D-cadinene synthase)/(+)-delta-cadinene synthase isozyme A/(+)-delta-cadinene synthase
ICAA77191 Gossypium arboreum (+)-delta-cadinene synthase
AAQO04608 Citrus sinensis valencene synthase
100 AAC39431 Lycopersicon esculentum AAG41889 AAG41890 epidermal germacrene C synthase/sesquiterpene synthase 1 /sesquiterpene synthase 2
AAG41892 Lycopersicon hirsutum sesquiterpene synthase 2
96 AAG41891 Lycopersicon hirsutum sesquiterpene synthase 1
4] 39 100 AK95517 Nicotiana tabacum cyclase
—1 AAS46038 Nicotiana tabacum cyclase
98 AAV63785 Ocimum basilicum selinene synthase
— L AAV63786 Ocimum basilicum germacrene D synthase
— AAX40666 Fabiana imbricata sesquiterpene synthase
AAX16121 Actinidia deliciosa germacrene-D synthase
AAS66358 Vitis vinifera terpenoid synthetase
72 AAS66357 Vitis vinifera terpene synthase
AAR99061 Populus trichocarpa x Populus deltoides (-)-germacrene D synthase
AAU05951 Cucumis sativus E,E-alpha-farnesene synthase
AAX39387 Artemisia annua (E)-beta-farnesene synthase
CAB94691 Artemisia annua amorpha-4,11-diene synthase
CAB56499 Artemisia annua putative sesquiterpene cyclase
AAR31145 Solidago canadensis CAE47440 (-)-germacrene D synthase/germacrene D synthase
CAC36896 Solidago canadensis germacrene A synthase
CAC12732 Artemisia annua putative sesquiterpene cyclase
AAL79181 Artemisia annua beta-caryophyllene synthase QHS1
99 AAS86323 Pogostemon cablin patchoulol synthase
%AASBGSZO Pogostemon cablin germacrene D synthase
AAS86322 Pogostemon cablin germacrene D synthase
67 XP_480014 Oryza sativa (japonica cultivar-group) BAD03024 BAD11575 putative sesquiterpene cyclase 1/putative sesquiterpene cyclase 1 /putative sesquiterpene cyclase 1
—1 AAC31570 Elaeis oleifera sesquiterpene synthase
69 AAV36466 Medicago truncatula wound-inducible putative chloroplast terpene synthase 3
_l 100 —AAV63789 Ocimum basilicum R-linalool synthase
98 L AAR11765 Ocimum basilicum geraniol synthase
100 ——BAD27256 Citrus unshiu d-limonene synthase
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100 BAD27257 Citrus unshiu d-limonene synthase
_&1—Q8L5K3 Citrus limon AAM53944 RLC1_CITLI (R)-limonene synthase 1 ((+)-limonene synthase 1)/(+)-limonene synthase 1
AAMS53946 Citrus limon (+)-limonene synthase 2
99 AAF13356 Artemisia annua (3R)-linalool synthase
21 —:AAK58723 Artemisia annua (-)-beta-pinene synthase
CAD29734 Cinnamomum tenuipile geraniol synthase
100 AAV63788 Ocimum basilicum alpha-zingiberene synthase
——— L ABB73046 Lavandula angustifolia trans-alpha-bergamotene synthase
74 ABB73044 Lavandula angustifolia limonene synthase
AAV63791 Ocimum basilicum beta-myrcene synthase
AAY88965 Perilla citriodora ABB30216 ABB30217 geraniol synthase/geraniol synthase /geraniol synthase
ABB30218 Perilla frutescens geraniol synthase
ABB73045 Lavandula angustifolia linalool synthase
AAX16075 Perilla citriodora linalool synthase
AAL38029 Perilla frutescens var. crispa linalool synthase
AAL99381 Mentha aquatica linalool synthase
081191 Salvia officinalis AAC26016 SCS_SALOF 1,8-cineole synthase, chloroplast precursor (SCS)/1,8-cineole synthase
AAF76186 Perilla frutescens mercene synthase
5pAAF65545 Perilla citriodora AAG31435 AAK06663 Perilla frutescens var. frutescens limonene synthase/limonene synthase /limonene synthase
100 BAAO08367 Perilla frutescens var. acuta BAA21629 Perilla frutescens AAG31438 limonene cyclase/1-limonene synthase /limonene synthase
99 \AG31437 Perilla frutescens limonene synthase
AAMB89254 Salvia stenophylla 3-carene synthase
19 100 AAD50304 Mentha longifolia limonene synthase
7 91 LAAC37366 Mentha spicata 4S-limonene synthase
100 ———AAGO01140 Schizonepeta tenuifolia (+)-4R-limonene synthase
L—AAL17636 Agastache rugosa d-limonene synthase
92 I._AAM53943 Citrus limon gamma-terpinene synthase
99 BAD27259 Citrus unshiu gamma-terpinene synthase
87 q_—AAM53945 Citrus limon (-)-beta-pinene synthase
BAD91045 Citrus unshiu monoterpene synthase
— L BAD91046 Citrus unshiu (E)-beta-ocimene synthase
AAS79351 Vitis vinifera AAS79352 terpenoid synthase/terpenoid synthase
CAC41012 Quercus ilex putative chloroplast terpene synthase
] 100 fAAO85532 Arabidopsis thaliana monoterpene synthase
] 75 | l_-AT3G25810 = NP_189209 BAA95770 lyase/limonene cyclase
1 100 AT3G25820 = NP_189210 NP_189212 BAB01181 AAU01970 ATTPS-CIN; myrcene/(E)-beta-ocimene synthase /ATTPS-CIN; myrcene/(E)-beta-ocimene synthase /limonene cyclase /1,8-cineole synthase
82 AT2G24210 = NP_179998 AAD03382 AAG09310 TPS10; myrcene/(E)-beta-ocimene synthase /putative limonene cyclase /myrcene/ocimene synthase
EAT4G16740 =NP_567511 CAB10449 CAB78716 AAN65379 ATTPSO03/limonene cyclase like protein /limonene cyclase like protein /E-beta-ocimene synthase
AT4G16730 = NP_193406 lyase
85~AAT70237 Pyrus communis farnesene synthase
100 BC25002 Pyrus communis alpha-farnesene synthase
AX19777 Malus x domestica alpha-farnesene synthase
AS68019 Malus x domestica AAX19772 AAX19773 AAX19774 (E,E)-alpha-farnesene synthase/alpha-farnesene synthase /alpha-farnesene synthase /alpha-farnesene synthase
42 AAS01424 Malus x domestica alpha-farnesene synthase
AAO22848 Malus x domestica (E,E)-alpha-farnesene synthase
AAQ84170 Pueraria montana var. lobata isoprene synthase

A

74

63 85 AAV36465 Medicago truncatula wound-inducible putative chloroplast terpene synthase 4
64 _|:AAT86042 Lotus japonicus E-beta-ocimene synthase
AAP40638 Melaleuca alternifolia putative monoterpene synthase
':f 100 rAAQ16588 Populus tremuloides BAD98243 Populus alba isoprene synthase/isoprene synthase

LCAC35696 Populus alba x Populus tremula isoprene synthase
81 AAQ73863 Picea abies (+)-3-carene synthase
_|_—AAX07264 Pseudotsuga menziesii terpinolene synthase
98 ABA86247 Picea sitchensis (-)-linalool-like synthase
AAS47693 Picea abies (-)-linalool synthase
100 AAO61226 Pinus taeda alpha-farnesene synthase
3_|TAAS47697 Picea abies E,E-alpha-farnesene synthase
| o8 Q9M7C9 Abies grandis AAF61455 TPSDB_ABIGR Limonene/alpha-pinene synthase, chloroplast precursor ((-)-(4S)-limonene synthase) ((-)-(1S,5S)-alpha-pinene synthase) (Agg-pin2)/(-)-limonene/(-)-alpha-pinene synthase
022340 Abies grandis AAB70907 AAK83565 TPSDA_ABIGR Limonene synthase, chloroplast precursor ((-)-(4S)-limonene synthase) (Agg-lim1)/(-)-4S-limonene synthase /(-)-4S-limonene synthase
87 AAO61229 Pinus taeda monoterpene synthase-like protein
_|rAA061228 Pinus taeda (+)-alpha-pinene synthase
44 QIM7DO0 Abies grandis AAF61454 TPSD9_ABIGR Terpinolene synthase, chloroplast precursor (Aggteo)/terpinolene synthase
024474 Abies grandis AAB71084 TPSD2_ABIGR Myrcene synthase, chloroplast precursor (Aggmyr)/myrcene synthase
AAS47696 Picea abies myrcene synthase
Q9M7D1 Abies grandis AAF61453 TPSD8_ABIGR Beta-phellandrene synthase, chloroplast precursor ((-)-(4S)-beta-phellandrene synthase) (Agg-Bphe)/beta-phellandrene synthase
AAS47694 Picea abies (-)-limonene synthase
AAK39127 Picea abies ABA86248 Picea sitchensis beta-phellandrene synthase-like protein/(-)-limonene synthase
Q94870 Abies grandis AAB70707 TPSD6_ABIGR Camphene synthase, chloroplast precursor ((-)-(1S,4R)-camphene synthase) (Agg-cam)/(-)-camphene synthase
AAX07267 Pseudotsuga menziesii (-)-alpha-pinene/(-)-camphene synthase
98 AAK83564 Abies grandis pinene synthase
024475 Abies grandis AAB71085 TPSD3_ABIGR Pinene synthase, chloroplast precursor (Beta-geraniolene synthase) ((-)-(1S,5S)-pinene synthase) (Agg-pin1)/pinene synthase
AAO61227 Pinus taeda alpha-terpineol synthase
100 —AAS47692 Picea abies (-)-alpha/beta-pinene synthase
AAP72020 Picea sitchensis pinene synthase; (-)-pinene synthase
AAO61225 Pinus taeda (-)-alpha-pinene synthase
BAC92722 Chamaecyparis obtusa limonene/borneol synthase

100 AAS47695 Picea abies longifolene synthase
67 69| FAAK39129 Picea abies gamma-humulene synthase-like protein
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100 064405 Abies grandis AAC05728 TPSD5_ABIGR Gamma-humulene synthase (Agfghum)/gamma-humulene synthase
96 ABAB86249 Picea sitchensis delta-selinene-like synthase
5 —@064404 Abies grandis AAC05727 TPSD4_ABIGR Delta-selinene synthase (Agfdsel1)/d-selinene synthase
— AAK83561 Abies grandis delta-selinene synthase
AAX07266 Pseudotsuga menziesii (E)-gamma-bisabolene synthase
100 49 AAX07265 Pseudotsuga menziesii (E)-beta-farnesene synthase
f{T—OB1 086 Abies grandis AAC24191 AAC24192 AAK83562 TPSD1_ABIGR Alpha-bisabolene synthase ((E)-alpha-bisabolene synthase) (AgfEabis)/E-alpha-bisabolene synthase /E-alpha-bisabolene synthase /E-alpha-bisabolene synthase
AAS47689 Picea abies E-alpha-bisabolene synthase
100 IQ41594 Taxus brevifolia 2211347A AAC49310 AAK83566 TASY_TAXBR Taxadiene synthase (Taxa-4(5),11(12)-diene synthase)/2211347A taxadiene synthase/taxadiene synthase /taxadiene synthase
QOFT37 Taxus wallichiana var. chinensis AAG02257 TASY_TAXCH Taxadiene synthase (Taxa-4(5),11(12)-diene synthase)/taxadiene synthase
AAY16197 Taxus wallichiana var. mairei taxadiene synthase
AAR13860 Taxus canadensis taxa-4(5),11(12)-diene synthase
93YAS3 Taxus baccata CAC42773 AAR02861 AAR15329 Taxus wallichiana var. mairei AAS18603 Taxus x media ABC25488 Taxus cuspidata TASY_TAXBA Taxadiene synthase (Taxa-4(5),11(12)-diene synthase)/taxadiene synthase /taxadiene synthase /taxadiene syn
Smo_GA2_16_3
100 100 [—————Smo_GA2 203 1 Contig6,7,5,170,92,171,14
23 L———Smo GA2 551 (Contige4,14
71 Smo_GA2 45 3 Smo_GA2_46_1
AALQ09965 Ginkgo biloba AAS89668 levopimaradiene synthase/levopimaradiene synthase
68 4 AAX07435 Pinus taeda diterpene synthase
— 4 AAS47691 Picea abies levopimaradiene/abietadiene synthase
100 100 fAAK83563 Abies grandis abietadiene synthase
Q38710 Abies grandis AAB05407 TPSDV_ABIGR Abietadiene synthase, chloroplast precursor ((-)-abieta-7(8),13(14)-diene synthase) (Abietadiene cyclase) (Agggabi)/abietadiene cyclase
AAS47690 Picea abies isopimaradiene synthase
98 ——AAS98158 Oryza sativa (indica cultivar-group) BAD42451 Oryza sativa (japonica cultivar-group) CAE04103 syn-copalyl diphosphate synthase/syn-CDP synthase /OSJNBa0096F01.12
L———XP_466350 Oryza sativa (japonica cultivar-group) BAD17267 AAT11021 Oryza sativa (indica cultivar-group) putative kaurene synthase A/putative kaurene synthase A /ent-copalyl diphosphate synthase
85 31 AAT70083 Zea mays AAT70084 copalyl diphosphate synthase like-protein/copalyl diphosphate synthase like-protein
54 AAA73960 Zea mays kaurene synthase A
BAD28184 Oryza sativa (japonica cultivar-group) BAD42449 putative kaurene synthase A/ent-copalyldiphosphate synthase
AAT49065 Hordeum vulgare subsp. vulgare copalyl diphosphate synthase-like protein
004408 Pisum sativum AAB58822 KSA_PEA Ent-kaurene synthase A, chloroplast precursor (Ent-copalyl diphosphate synthase) (KSA)/ent-kaurene synthase A
100 BAB03594 Scoparia dulcis copalyl diphosphate
BAD91286 Scoparia dulcis putative copalyl diphosphate synthase
BAA95612 Croton sublyratus copalyl diphosphate
AADO04293 Cucurbita maxima copalyl diphosphate synthase 2; CPS2
AADO04292 Cucurbita maxima BAC76429 copalyl diphosphate synthase 1; CPS1/copalyl diphosphate synthase
92 66 BAA84918 Lycopersicon esculentum copalyl diphosphate synthase
— AAB87091 Stevia rebaudiana copalyl pyrophosphate synthase
BAB12440 Lactuca sativa copalyldiphosphate synthase No1
AT4G02780 = NP_192187 Q38802 AAA53632 AAD15334 CAB77763 GA1 (GA REQUIRING 1); ent-copalyl diphosphate synthase/KSA_ARATH Ent-kaurene synthase A, chloroplast precursor (Ent-copalyl diphosphate synthase) (KSA) (AtCPS) /ent-kaurene synthetase A/ent-kau
100 rSmo_GA2_58_2
64 100 LSmo_GA2_119_1
100 Smo_GA2_53_1
Smo_GA2_68_2
mo_GA2_67_1
100 Smo_GA2_38_1
100 {Smo_GA2_19_1
o3 Smo_GA2_30_1
100 —Ppa_GA2_8_1
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