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ABB47515 Oryza sativa (japonica cultivar-group) Leucine Rich Repeat, putative
AT4G33210 = NP_567916 CAB36795 CAB80038 ubiquitin-protein ligase/putative protein /putative protein100

gnl|CMER|CMI121C_similar_to_leucine-rich_repeats_containing_F-box_protein
CAE70185 Caenorhabditis briggsae Hypothetical protein CBG16659

NP_741249 Caenorhabditis elegans NP_741248 P34284 AAA27922 AAM15540 C02F5.7a/C02F5.7b /YKK7_CAEEL Hypothetical F-box/LRR-repeat protein C02F5.7/Hypothetical protein C02F5.7a /Hypothetical protein C02F5.7b100
NP_610689 Drosophila melanogaster AAF58635 AAX33550 CG9003-PA/CG9003-PA /LD12638p

EAL25131 Drosophila pseudoobscura GA21468-PA100
XP_317696 Anopheles gambiae str. PEST EAA12920 ENSANGP00000010053/ENSANGP0000001005395

XP_393319 Apis mellifera PREDICTED: similar to ENSANGP00000010053
AAH77969 Xenopus laevis MGC81000 protein

XP_928629 Mus musculus XP_900238 XP_850563 Canis familiaris XP_920110 Mus musculus NP_116264 Homo sapiens XP_908119 Mus musculus XP_928594 XP_928587 XP_126674 XP_908121 NP_001030268 Bos taurus Q9CZV8 Mus musculus Q96IG2 Homo sapiens AAH0
BAB28039 Mus musculus unnamed protein product37

49

CAG02834 Tetraodon nigroviridis unnamed protein product
96

NP_956400 Danio rerio AAH59683 F-box and leucine-rich repeat protein 2/Unknown (protein for MGC:73374)
XP_418823 Gallus gallus PREDICTED: similar to leucine-rich repeats containing F-box protein FBL3

NP_036289 Homo sapiens Q9UKC9 AAF03128 CAG33402 F-box and leucine-rich repeat protein 2/FBXL2_HUMAN F-box/LRR-repeat protein 2 (F-box and leucine-rich repeat protein 2) (F-box protein FBL2/FBL3)/F-box protein FBL2 /FBXL2
NP_848739 Mus musculus Q8BH16 BAC30203 BAC32036 BAC32477 BAC41033 AAH96582 BAE24574 BAE37357 F-box and leucine-rich repeat protein 2/FBXL2_MOUSE F-box/LRR-repeat protein 2 (F-box and leucine-rich repeat protein 2)/unnamed protein product /unnamed pro
XP_343496 Rattus norvegicus PREDICTED: similar to F-box and leucine-rich repeat protein 252

XP_873270 Bos taurus PREDICTED: similar to F-box and leucine-rich repeat protein 221

BAA91691 Homo sapiens unnamed protein product
7

9

XP_542692 Canis familiaris AAD56248 Homo sapiens AAH31556 CAH93518 Pongo pygmaeus PREDICTED: similar to F-box and leucine-rich repeat protein 2/leucine-rich repeats containing F-box protein FBL3 /F-box and leucine-rich repeat protein 2 /hypotheti
XP_516355 Pan troglodytes PREDICTED: similar to leucine-rich repeats containing F-box protein FBL327

84

74

87

100

46

99

100

31

XP_852464 Canis familiaris PREDICTED: similar to F-box and leucine-rich repeat protein 13
NP_659469 Homo sapiens Q8NEE6 BAC05092 F-box and leucine-rich repeat protein 13/FXL13_HUMAN F-box/LRR-repeat protein 13 (F-box and leucine-rich repeat protein 13)/unnamed protein product
BAE02513 Macaca fascicularis unnamed protein product100

100

XP_783241 Strongylocentrotus purpuratus PREDICTED: similar to F-box and leucine-rich repeat protein 13
100

XP_636947 Dictyostelium discoideum AX4 EAL63441 Dictyostelium discoideum hypothetical protein DDB0187745/hypothetical protein DDB0187745
51

XP_342205 Rattus norvegicus NP_795933 Mus musculus BAC98037 AAH91646 PREDICTED: similar to mKIAA0840 protein/F-box and leucine-rich repeat protein 7 /mKIAA0840 protein /F-box and leucine-rich repeat protein 7
XP_426048 Gallus gallus PREDICTED: similar to mKIAA0840 protein32

NP_036436 Homo sapiens Q9UJT9 AAF04514 AAF09248 BAA74863 AAH75061 F-box and leucine-rich repeat protein 7/FBXL7_HUMAN F-box/LRR-repeat protein 7 (F-box and leucine-rich repeat protein 7) (F-box protein FBL6/FBL7)/F-box protein Fbl7 /F-box protein FBL61

XP_597007 Bos taurus PREDICTED: similar to F-box/LRR-repeat protein 7 (F-box and leucine-rich repeat protein 7) (F-box protein FBL6/FBL7)
90

XP_546380 Canis familiaris PREDICTED: similar to F-box/LRR-repeat protein 7 (F-box and leucine-rich repeat protein 7) (F-box protein FBL6/FBL7)
47

CAG05490 Tetraodon nigroviridis unnamed protein product
XP_697906 Danio rerio PREDICTED: similar to mKIAA0840 protein83

100

EAL28413 Drosophila pseudoobscura GA18044-PA
NP_650512 Drosophila melanogaster AAL13904 AAF55252 CG4221-PA/LD38495p /CG4221-PA100

XP_307793 Anopheles gambiae str. PEST EAA03580 ENSANGP00000012951/ENSANGP00000012951100

67

XP_785847 Strongylocentrotus purpuratus PREDICTED: similar to F-box and leucine-rich repeat protein 7

100

15

ABA91133 Oryza sativa (japonica cultivar-group) F-box family protein AtFBL3, putative
ABA96188 Oryza sativa (japonica cultivar-group) ABA96189 F-box family protein AtFBL3, putative/F-box family protein AtFBL3, putative100

Smo_AT2G25490_44_1
AT4G15475 = NP_567467 AAK26038 AAK32821 AAL07187 AAM60829 ubiquitin-protein ligase/putative F-box protein family, AtFBL4 /AT4g15470/dl3775w /putative F-box protein family protein FBL4 /F-box protein family, AtFBL4

ABA95013 Oryza sativa (japonica cultivar-group) F-box protein family, AtFBL441
41

NP_919835 Oryza sativa (japonica cultivar-group) AAK91884 Oryza sativa AAP52122 Oryza sativa (japonica cultivar-group) putative leucine-rich repeats containing protein/Putative leucine-rich repeats containing protein /Leucine Rich Repeat, putativ
86

Ppa_AT2G25490_21_1
66

Smo_AT2G25490_28_1
Smo_AT2G25490_54_140

Ppa_AT2G25490_12_1
Ppa_AT2G25490_1_1100

76

XP_464515 Oryza sativa (japonica cultivar-group) BAD15849 putative F-box protein/putative F-box protein
BAD35544 Oryza sativa (japonica cultivar-group) putative F-box protein Fbl295

ABC24972 Lycopersicon esculentum EIN3-binding F-box protein 2
AT5G25350 = NP_197917 AAR27072 CAE75865 EBF2 (EIN3-BINDING F BOX PROTEIN 2)/EIN3-binding F-box protein 2 /F-box protein

AAB70660 Glycine max grr127
ABC24971 Lycopersicon esculentum EIN3-binding F-box protein 119

25

AT2G25490 = NP_565597 AAD20708 AAL60026 AAM14272 CAE75864 EBF1 (EIN3-BINDING F BOX PROTEIN 1); ubiquitin-protein ligase/F-box protein family, AtFBL6 /putative F-box protein family, AtFBL6 /unknown protein /F-box protein
35
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(Contains polymorphic sites, indicating the contig contain two allels)
(Contains polymorphic sites, indicating the contig contain two allels)


