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AT3G26790 = NP_566799 AAC35246 AAC35247 BAB01226 AAS79559 CAG25870 FUS3 (FUSCA 3); DNA binding/transcription factor /FUSCA3 /FUSCA3 /FUSCA3 /transcriptional regulator /hypothetical protein
ABD32571 Medicago truncatula Transcriptional factor B387

BAD82277 Oryza sativa (japonica cultivar-group) regulatory protein Viviparous-1-like46

XP_479645 Oryza sativa (japonica cultivar-group) BAD03551 transcription factor viviparous 1-like/transcription factor viviparous 1-like
XP_474341 Oryza sativa (japonica cultivar-group) CAE05755 OSJNBa0064G10.6/OSJNBa0064G10.6

XP_474342 Oryza sativa (japonica cultivar-group) CAE05756 OSJNBa0064G10.7/OSJNBa0064G10.7100
94

AT1G28300 = NP_564304 AAF98425 AAL12004 AAL12005 AAS79558 CAG25869 LEC2 (LEAFY COTYLEDON 2); transcription factor/Hypothetical protein /LEAFY COTYLEDON 2 /LEAFY COTYLEDON 2 /leafy cotyledon 2 /hypothetical protein
31

21

CAA04184 Craterostigma plantagineum VP1 protein homologue
CAA05921 Populus trichocarpa CAA05922 ABI3/ABI316

AAG22585 Picea abies transcription factor viviparous 1
CAC19186 Callitropsis nootkatensis VP1/ABI3-like protein49

BAA28779 Mesembryanthemum crystallinum BAC78904 Fagopyrum esculentum transcription factor Vp1/transcription factor VP-1 homologue28

8

AAW84252 Lycopersicon esculentum ABI3
CAC84597 Solanum tuberosum VP1-ABI3-like protein91

CAC80983 Eragrostis tef transcription factor
P26307 Zea mays AAA33506 VIV1_MAIZE Regulatory protein viviparous-1/viviparous-1
CAA04553 Avena fatua VP 1

CAA71070 Hordeum vulgare subsp. vulgare CAB91107 Triticum aestivum CAB91108 CAB91109 BAB40614 AAO06117 Hordeum vulgare subsp. vulgare CAD24413 viviparous-1/VIVIPAROUS1 protein /VIVIPAROUS1 protein /VIVIPAROUS1 protein /transcription factor VP-1 h48
NP_914780 Oryza sativa (japonica cultivar-group) P37398 Oryza sativa S43768 BAA04066 Oryza sativa (japonica cultivar-group) BAD82432 BAD82433 transcription activator VP1 - rice/VIV_ORYSA Protein viviparous homolog /S43768 transcription activator41
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AAA87030 Phaseolus vulgaris PvAlf
BAC10553 Pisum sativum ABA insensitive 3

BAB96578 Phaseolus vulgaris BAD42433 Psophocarpus tetragonolobus abscisic acid insensitive 3-like factor/ABI-3 homolog6
44

AAQ03210 Prunus avium AAQ04076 viviparous protein; abscissic acid insensitive protein/ABI3-like transcription factor
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AT3G24650 = NP_189108 Q01593 CAA48241 CAA05484 BAB01214 BAD93896 BAD94272 ABI3 (ABA INSENSITIVE 3); DNA binding/transcription factor/transcriptional activator /ABI3_ARATH Abscisic acid-insensitive protein 3/ABI3 protein /ABI3 protein /abscisic acid-

53

BAA82596 Daucus carota C-ABI3 protein
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Smo_FUSCA3_13_1 Smo_FUSCA3_23_1
Smo_FUSCA3_22_1 Smo_FUSCA3_1_173

Smo_FUSCA3_19_125

8

Ppa_FUSCA3_16_1 BAE80317 Physcomitrella patens transcription factor ABI3-like
Ppa_FUSCA3_7_1 BAE80314 Physcomitrella patens transcription factor ABI3-like

Ppa_FUSCA3_8_1 BAE80315 Physcomitrella patens transcription factor ABI3-like56
45

Ppa_FUSCA3_14_1 Ppa_FUSCA3997044163_1
Ppa_FUSCA3_15_1

Ppa_FUSCA3_10_188
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Ppa_FUSCA3_9_1
Ppa_FUSCA3_12_1

Ppa_FUSCA3_5_1
Ppa_FUSCA3_1_196
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