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EAS01816 Tetrahymena thermophila SB210 chromo domain protein
CAH04420 Euplotes vannus putative chromobox protein42

EAR90777 Tetrahymena thermophila SB210 hypothetical protein TTHERM_0014085032

EAR82061 Tetrahymena thermophila SB210 heterochromatin protein 1
18

NP_001026541 Gallus gallus CAH65169 similar to Histone-lysine N-methyltransferase, H3 lysine-9 specific 2 (Histone H3-K9 methyltransferase 2) (H3-K9-HMTase 2) (Suppressor of variegation 3-9 homolog 2) (Su(var)3-9 homolog 2)/hypothetical protein
NP_073561 Mus musculus Q9EQQ0 AAG09134 BAC38921 suppressor of variegation 3-9 homologue 2/SUV92_MOUSE Histone-lysine N-methyltransferase, H3 lysine-9 specific 2 (Histone H3-K9 methyltransferase 2) (H3-K9-HMTase 2) (Suppressor of variegation 3-9 homol100

NP_723361 Drosophila melanogaster NP_476755 P05205 AAA28402 AAA28620 AAF52618 AAL28667 AAN11156 AAR09676 Drosophila yakuba AAR37359 synthetic construct AAY34032 Drosophila simulans Suppressor of variegation 205 CG8409-PB, isoform B/Suppressor o
1KNE Drosophila melanogaster 1Q3L 1KNA A Chain A, Chromo Domain Of Hp1 Complexed With Histone H3 Tail Containing Trimethyllysine 9/A Chain A, Chromodomain Of Hp1 Complexed With Histone H3 Tail Containing Monomethyllysine 9. /A Chain A, Chromo Domain O89

EAL33677 Drosophila pseudoobscura GA21056-PA
P29227 Drosophila virilis AAB00733 HP1_DROVI Heterochromatin protein 1 (HP1)/heterochromatin protein-166

94

AAW26912 Schistosoma japonicum SJCHGC05494 protein
19

EAL32052 Drosophila pseudoobscura GA20053-PA
NP_572521 Drosophila melanogaster AAF46438 AAL28384 AAY34033 Drosophila simulans HP1b CG7041-PA/CG7041-PA /GM01918p /heterochromatin protein 1B100

AAW24985 Schistosoma japonicum SJCHGC06573 protein17

XP_785421 Strongylocentrotus purpuratus PREDICTED: similar to chromobox homolog 1 (Drosophila HP1 beta)
XP_307857 Anopheles gambiae str. PEST EAA03622 ENSANGP00000018710/ENSANGP00000018710

NP_001017150 Xenopus tropicalis CAJ82321 chromobox homolog 1/chromobox homolog 1 (HP1 beta homolog Drosophila )19
7
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AAY34031 Drosophila simulans rhino
AAC59728 Xenopus laevis AAH72759 XPolycomb/Unknown (protein for IMAGE:5073138)

NP_989973 Gallus gallus NP_031651 Mus musculus NP_003646 Homo sapiens XP_576815 Rattus norvegicus O55187 Mus musculus O00257 Homo sapiens AAB80718 AAB96874 Mus musculus BAA33402 Gallus gallus AAH14967 Homo sapiens AAQ97596 chromobox h28
CAG11435 Tetraodon nigroviridis unnamed protein product

XP_690129 Danio rerio NP_991312 AAK31300 AAO32051 AAH85432 PREDICTED: similar to Cbx4 protein/chromobox homolog 4 (Pc class homolog, Drosophila) /polycomb /polycomb 2 /Cbx4 protein62
79

XP_693165 Danio rerio PREDICTED: similar to pc1
NP_919354 Danio rerio BAC01267 AAH85553 chromobox homolog 2 (Drosophila Pc class)/pc1 /Chromobox homolog 2 (Drosophila Pc class)78
CAG02234 Tetraodon nigroviridis unnamed protein product87

NP_005180 Homo sapiens NP_116036 NP_031649 Mus musculus P30658 Q14781 Homo sapiens CAA44398 Mus musculus CAA73723 AAH04252 Homo sapiens AAH35199 Mus musculus BAE34242 chromobox homolog 2 isoform 1/chromobox homolog 2 isoform 2 /chromobox ho
98

65

XP_850749 Canis familiaris NP_038954 Mus musculus XP_523736 Pan troglodytes NP_065700 Homo sapiens NP_001029250 Rattus norvegicus Q9QXV1 Mus musculus Q9HC52 Homo sapiens AAF25615 Mus musculus AAF26713 AAG09180 Homo sapiens AAH08937 AAH
AAH68898 Xenopus laevis AAH87529 MGC83092 protein/LOC496172 protein98

CAG11436 Tetraodon nigroviridis unnamed protein product62

NP_001016617 Xenopus tropicalis AAH82876 Xenopus laevis CAJ81884 Xenopus tropicalis chromobox homolog 6/LOC494770 protein /chromobox homolog 6
NP_055107 Homo sapiens XP_886371 Bos taurus XP_849882 Canis familiaris XP_576309 Rattus norvegicus XP_538370 Canis familiaris NP_001013380 Mus musculus XP_860095 Canis familiaris XP_873211 Bos taurus XP_886337 NP_001013378 Mus musculus

NP_001012119 Rattus norvegicus AAH87122 chromobox homolog 6 (predicted)/Chromobox homolog 6 (predicted)88
94

89

56

XP_538368 Canis familiaris NP_659060 Mus musculus NP_954548 Rattus norvegicus NP_783640 Homo sapiens P60889 Rattus norvegicus O95931 Homo sapiens Q8VDS3 Mus musculus CAB36555 Homo sapiens AAH21398 Mus musculus AAH51773 Homo sapiens A
AAY68391 Homo sapiens chromobox-like 790

NP_001005071 Xenopus tropicalis AAH76980 MGC89524 protein/MGC89524 protein78

CAG04517 Tetraodon nigroviridis unnamed protein product
XP_687769 Danio rerio PREDICTED: similar to MGC89524 protein

CAF95298 Tetraodon nigroviridis unnamed protein product
NP_001017853 Danio rerio AAH92758 hypothetical protein LOC550551/Hypothetical protein LOC55055160
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Smo_TFL2_3_1 Smo_TFL2_1_1
BAA25905 Daucus carota polycomb-like protein
AAK92567 Oryza sativa (japonica cultivar-group) ABB47160 Putative polycomb protein/'chromo' (CHRromatin Organization MOdifier) domain, putative

AAM93210 Zea mays chromdomain-containing protein CRD10182
AAL25116 Lycopersicon esculentum heterochromatin protein 1-like protein32

AT5G17690 = NP_197271 BAB09568 AAL04059 BAB70689 TFL2 (TERMINAL FLOWER 2); chromatin binding/unnamed protein product /like heterochromatin protein LHP1 /TERMINAL FLOWER 2
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(Smo_TFL2_2_1 and Smo_TFL2_1_1 are highly similar to Smo_TFL2_3_1 at nucleotide level and have no overlap; thus together represent an allele) 
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