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_|: AT3G10390 = NP_187650 AAG51395 AAX51266 AAX51267 FLD (FLOWERING LOCUS D); amine oxidase/oxidoreductase /hypothetical protein; 118064-115538 /flowering locus D /flowering locus D

XP_473484 Oryza sativa (japonica cultivar-group) CAD41075 OSJNBa0084K11.6/OSJNBa0084K11.6
1Smo_FLD_20_2
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ISmo_FLD _21_2
—Ppa_FLD_64_1

L—Ppa_FLD_43_1
XP_467863 Oryza sativa (japonica cultivar-group) BAD17247 putative polyamine oxidase/putative polyamine oxidase
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AT1G62830 = NP_176471 AAF19542 AAL67101 AAN28851 amine oxidase/oxidoreductase /F23N19.18 /At1962830/F23N19_19 /At1962830/F23N19_19

XP_480050 Oryza sativa (japonica cultivar-group) XP_480049 BAD13197 BAD13198 BAD17023 BAD17024 putative peroxisomal N1-acetyl-spermine/spermidine oxidase /putative polyamine oxidase isoform-2 /putative peroxisomal N1-acetyl-spermine/spermidine oxidas
AT3G13682 = NP_187981 BAB01917 amine oxidase/oxidoreductase /Junnamed protein product

XP_417719 Gallus gallus PREDICTED: similar to AOF2 protein
AH16639 Homo sapiens AOF2 protein

6Bp 055828 Homo sapiens XP_612243 Bos taurus XP_921777 Mus musculus XP_575936 Rattus norvegicus XP_866610 Canis familiaris XP_535366 NP_598633 Mus musculus Q6ZQ88 060341 Homo sapiens BAA25527 BAC97980 Mus musculus AAH59885 CAI19707 Homo

100

100

CAD38675 Homo sapiens hypothetical protein
CAG10422 Tetraodon nigroviridis unnamed protein product
XP_686754 Danio rerio XP_684429 PREDICTED: similar to Lysine-specific histone demethylase 1 (Amine oxidase flavin containing domain protein 2) (AOF2 protein) (BRAF-HDAC complex protein BHC110)/PREDICTED: similar to Lysine-specific histone demethylase
XP_779917 Strongylocentrotus purpuratus PREDICTED: similar to Lysine-specific histone demethylase 1 (Amine oxidase flavin containing domain protein 2) (AOF2 protein) (BRAF-HDAC complex protein BHC110) isoform 1

100

100 EAL30809 Drosophila pseudoobscura GA14350-PA
I:NP7730497 Drosophila melanogaster NP_649194 AAF49051 AAF49052 AAM11190 CG17149-PB, isoform B/CG17149-PA, isoform A /CG17149-PB, isoform B /CG17149-PA, isoform A /LD45081p

Ppa_FLD_38_1

100 I__ _ _
54 Ppa_FLD_95_1

100 Smo_FLD_66_2
ISmo_FLD_33_1
NP_922494 Oryza sativa (japonica cultivar-group) AAM88615 AAM94513 ABB47924 putative polyamine oxidase/putative polyamine oxidase /putative polyamine oxidase, 3'-partial /polyamine oxidase, putative

gnl|CMER|CMO104C_flavin-containing_amine_oxidase

100

CAE72847 Caenorhabditis briggsae Hypothetical protein CBG20142
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XP_782860 Strongylocentrotus purpuratus PREDICTED: similar to amine oxidase, flavin containing 1
XP_225213 Rattus norvegicus PREDICTED: similar to Hypothetical protein MGC38211
|:NP 758466 Mus musculus AAH23917 amine oxidase, flavin containing 1/Amine oxidase, flavin containing 1
g XP_535900 Canis familiaris PREDICTED: similar to amine oxidase, flavin containing 1 isoform 1

100

BAC03663 Homo sapiens CAI20083 unnamed protein product/OTTHUMP00000016077
—XP_418920 Gallus gallus PREDICTED: similar to Hypothetical protein MGC38211
XP_473940 Oryza sativa (japonica cultivar-group) CAE03498 CAD41837 OSJNBb0085C12.17/0SJNBa0053K19.6 /OSJNBb0085C12.17
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AAM62855 Arabidopsis thaliana putative amine oxidase
I-AT3G59050 NP_191464 CAB86933 AAL57665 AAN28844 oxidoreductase/putative protein /AT39g59050/F17J16_100 /At3g59050/F17J16_100
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AAL75899 Arabidopsis thaliana At2g43020/MFL8.12
IAT2G43020 NP_181830 AAD22129 AA0O85404 amine oxidase/oxidoreductase /putative amine oxidase /putative amine oxidase 1
100 Smo_FLD_56_2

100

39 | ISmo_FLD _7_1
Smo_FLD_129_2

L|—XP7474302 Oryza sativa (japonica cultivar-group) CAE02834 OSJNBa0043A12.39/0SJNBa0043A12.39

100

XP_474303 Oryza sativa (japonica cultivar-group) CAE03599 OSJNBb0004A17.1/OSJNBb0004A17.1
rAAKA43885 Arabidopsis thaliana putative protein kinase gb|AAD22129

IAT1G65840 = NP_176759 AAN15672 AAO85405 amine oxidase/oxidoreductase /putative protein kinase gb|AAD22129 /putative amine oxidase 2

,—ZP 01192267 Mycobacterium flavescens PYR-GCK EAS11649 Amine oxidase:FAD dependent oxidoreductase/Amine oxidase:FAD dependent oxidoreductase
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100

ZP_01208696 Mycobacterium vanbaalenii PYR-1 EAS21910 Amine oxidase:FAD dependent oxidoreductase/Amine oxidase:FAD dependent oxidoreductase

rYP 123479 Legionella pneumophila str. Paris CAH12306 hypothetical protein Ipp1155/hypothetical protein

YP_126511 Legionella pneumophila str. Lens CAH15399 hypothetical protein Ipl1160/hypothetical protein
YP_095186 Legionella pneumophila subsp. pneumophila str. Philadelphia 1 AAU27239 amine oxidase/amine oxidase

0.100

NP_942249 Synechocystis sp. PCC 6803 BAD01863 hypothetical protein sIr5093/slr5093



