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AT4G34460 = NP_195172 NP_974683 P49177 AAA50445 CAA18825 CAB80163 AAV85721 AGB1 (GTP BINDING PROTEIN BETA 1); nucleotide binding/AGB1 (GTP BINDING PROTEIN BETA 1); nucleotide binding /GBB_ARATH Guanine nucleotide-binding protein beta subunit (transd

99 rAAM97354 Pisum sativum G protein beta subunit
AAD33959 Pisum sativum AAD49742 G protein beta subunit/G protein beta subunit
4gQ40507 Nicotiana tabacum CAA66842 GBB3_TOBAC Guanine nucleotide-binding protein beta subunit/G protein
AAG 12330 Nicotiana tabacum heterotrimeric GTP-binding protein subunit beta 1
2MP93397 Nicotiana tabacum CAB06618 GBB1_TOBAC Guanine nucleotide-binding protein beta subunit 1/G protein beta subunit

AALO7488 Solanum tuberosum G protein beta subunit 2

74)

97
P93563 Solanum tuberosum CAA61106 GBB_SOLTU Guanine nucleotide-binding protein beta subunit/GB1 protein
P93398 Nicotiana tabacum CAB06619 GBB2_TOBAC Guanine nucleotide-binding protein beta subunit 2/G protein beta subunit
5 AAC39373 Avena fatua G protein beta subunit
51 ATL_BAC10503 Triticum aestivum G protein beta subunit
P49178 Zea mays AAA50446 GBB_MAIZE Guanine nucleotide-binding protein beta subunit/GTP binding protein beta subunit
91 XP_469213 Oryza sativa (japonica cultivar-group) Q40687 Oryza sativa CAA61889 Oryza sativa (japonica cultivar-group) AAP44640 guanine nucleotide-binding protein beta subunit/GBB_ORYSA Guanine nucleotide-binding protein beta subunit/g protein B su
100 —Smo_AGB1_24_1
LSmo_AGB1_9_1
Ppa_AGB1_3_1 CAD21857 Physcomitrella patens putative heterotrimeric G protein beta subunit
1AOR Bos taurus 1B9Y 1B9X 2TRC 1GOT CAA26875 B Chain B, Heterotrimeric Complex Of PhosducinTRANSDUCIN BETA-Gamma/A Chain A, Structural Analysis Of Phosducin And Its Phosphorylation- Regulated Interaction With Transducin Beta-Gamma /A Chain A, Structur
P_001003236 Canis familiaris NP_002065 Homo sapiens NP_032168 Mus musculus NP_786971 Bos taurus P62871 1TBG 1TBG 1TBG 1TBG 1GG2 Q5R5W8 Pongo pygmaeus 1XHM Bos taurus 1OMW 1GP2 P62872 Canis familiaris P62873 Homo sapiens P54311 Rattus n
BlLBAB64500 Macaca fascicularis hypothetical protein
L Q6TMK6 Cricetulus griseus AAQ94086 GBB1_CRIGR Guanine nucleotide-binding protein G(1)/G(S)/G(T) beta subunit 1 (Transducin beta chain 1)/guanine nucleotide binding protein beta 1
NP_112249 Rattus norvegicus AAD00650 guanine nucleotide-binding protein, beta-1 subunit/G protein beta1 subunit
CAGO06987 Tetraodon nigroviridis unnamed protein product
2 BAC55158 Oryzias latipes guanine nucleotide-binding protein beta subunit
P_997774 Danio rerio Q6PH57 AAH56708 AAH71277 guanine nucleotide binding protein (G protein), beta polypeptide 1/GBB1_BRARE Guanine nucleotide-binding protein G(I)/G(S)/G(T) beta subunit 1 (Transducin beta chain 1)/Guanine nucleotide binding protein
96]-NP_998646 Danio rerio AAH44482 guanine nucleotide binding protein (G protein), beta polypeptide 1, like/Guanine nucleotide binding protein (G protein), beta polypeptide 1, like
NP_001012853 Gallus gallus CAG31478 CAG31578 guanine nucleotide binding protein (G protein), beta polypeptide 1/hypothetical protein /hypothetical protein
NP_001006835 Xenopus tropicalis AAH76910 guanine nucleotide binding protein (G protein), beta polypeptide 2/Guanine nucleotide binding protein (G protein), beta polypeptide 2
79959 Xenopus laevis CAA60532 GBB1_XENLA Guanine nucleotide-binding protein G(l)/G(S)/G(T) beta subunit 1 (Transducin beta chain 1) (XGbeta1)/beta 1 subunit of heterotrimeric GTP-binding protein
AH84263 Xenopus laevis XGbetal protein
AAG31060 Ambystoma tigrinum G-protein B1 subunit
XP_685937 Danio rerio PREDICTED: similar to MGC84000 protein
57 AAA37664 Mus musculus AAA37756 AAB21609 Mus sp. G-protein beta subunit/GTP binding protein beta subunit /GTP-binding protein beta-subunit 4
5 AM15922 Mus musculus guanine nucleotide binding protein beta 4
BAE34746 Mus musculus unnamed protein product
NP_038559 Mus musculus NP_001013932 Rattus norvegicus P29387 Mus musculus 035353 Rattus norvegicus AAF82124 Mus musculus AAH28753 BAC29589 AAS59142 Rattus norvegicus AAH97370 AAZ23828 AAZ23829 BAE39504 Mus musculus BAE33181 BAE40243 BAE310
XP_604322 Bos taurus PREDICTED: similar to guanine nucleotide-binding protein, beta-4 subunit
XP_545211 Canis familiaris XP_516888 Pan troglodytes NP_067642 Homo sapiens Q9HAVO AAG 18442 AAH00873 PREDICTED: similar to guanine nucleotide-binding protein, beta-4 subunit/PREDICTED: similar to guanine nucleotide-binding protein, beta-4 subunit
P_422782 Gallus gallus PREDICTED: similar to guanine nucleotide-binding protein, beta-4 subunit; guanine nucleotide binding protein beta subunit 4; G protein beta-4 subunit
! P_001016952 Xenopus tropicalis CAJ81983 hypothetical protein LOC549706/guanine nucleotide binding protein (G protein), beta polypeptide 4
%AHMZSO Xenopus laevis MGC84000 protein
84 AAHB4797 Xenopus laevis LOC495335 protein
AAC72248 Rattus norvegicus G protein beta 2 subunit
AAC72250 Mus musculus G protein beta 2 subunit
XP_887708 Bos taurus NP_005264 Homo sapiens NP_034442 Mus musculus XP_849538 Canis familiaris XP_594059 Bos taurus XP_859294 Canis familiaris XP_887729 Bos taurus XP_536861 Canis familiaris XP_874525 Bos taurus NP_112299 Rattus norveg
CAG02899 Tetraodon nigroviridis unnamed protein product
XP_695322 Danio rerio XP_701685 NP_001013515 AAH91666 PREDICTED: similar to guanine nucleotide-binding protein, beta 2 isoform 1/PREDICTED: hypothetical protein XP_696593 /hypothetical protein LOC541370 /Zgc:113357
70 AAW26990 Schistosoma japonicum SJCHGCO05537 protein
% 1705183A Loligo forbesi P23232 CAA40077 AAQ90156 Loligo pealei 1705183A GTP binding protein/GBB_LOLFO Guanine nucleotide-binding protein beta subunit /GTP-binding protein beta subunit /visual G-protein beta subunit
%{TQOS?OG Lymnaea stagnalis CAA80652 GBB_LYMST Guanine nucleotide-binding protein beta subunit/guanine nucleotide regulatory protein beta subunit
AAS90835 Pinctada fucata G protein beta subunit
56 BAB79203 Halocynthia roretzi G protein beta subunit
1% | 8¢—045040 Homarus americanus AAC02998 GBB1_HOMAM Guanine nucleotide-binding protein G(l)/G(S)/G(T) beta subunit 1 (Transducin beta chain 1) /G protein beta 1 subunit
AAU12180 Litopenaeus vannamei G protein beta 1 subunit
NP_996462 Drosophila melanogaster NP_996461 NP_996460 NP_727907 NP_996459 NP_525090 P26308 AAB59247 AAF48530 AAL13795 AAN09370 AAS65360 AAS65361 AAS65362 AAS65363 G protein -subunit 13F CG10545-PC, isoform C/G protein -subunit 13F CG10545-PD, isoform
XP_315942 Anopheles gambiae str. PEST XP_315941 EAA11641 EAA11648 ENSANGP00000014177/ENSANGP00000014117 /ENSANGP00000014177 /ENSANGP00000014117
XP_393976 Apis mellifera PREDICTED: similar to heterotrimeric guanine nucleotide-binding protein beta subunit
1 AAO46882 Sitobion avenae heterotrimeric guanine nucleotide-binding protein beta subunit
98 NP_496508 Caenorhabditis elegans Q61ZF6 Caenorhabditis briggsae P17343 Caenorhabditis elegans CAA88948 AAK55963 CAE59700 Caenorhabditis briggsae AAW02908 G Protein, Beta subunit family member (gpb-1)/GBB1_CAEBR Guanine nucleotide-binding protei
CAA35532 Caenorhabditis elegans G-protein
AAG31061 Ambystoma tigrinum G-protein B3 subunit
66 XP_425517 Gallus gallus PREDICTED: similar to guanine nucleotide-binding protein, beta-3 subunit
| [87]2 NP_002066 Homo sapiens P16520 AAA52582 AAB51313 CAA72779 AAH00115 AAH02454 AAM15920 AAP88802 AAT38116 AAX32205 synthetic construct AAX32206 AAX32207 BAD92520 Homo sapiens guanine nucleotide-binding protein, beta-3 subunit/GBB3_HUMAN Guanine nucle
NP_038558 Mus musculus Q61011 AAC36013 BAB17756 BAB29553 AAH18239 BAC26917 guanine nucleotide-binding protein, beta-3 subunit’GBB3_MOUSE Guanine nucleotide-binding protein G(l)/G(S)/G(T) beta subunit 3 (Transducin beta chain 3) /GNB3 /GTP-binding pro
P_591008 Bos taurus PREDICTED: similar to guanine nucleotide-binding protein, beta-3 subunit
NP_001003004 Canis familiaris NP_068630 Rattus norvegicus XP_855554 Canis familiaris P79147 P52287 Rattus norvegicus AAA62620 AAC48760 Canis familiaris AAU95209 AAH86422 Rattus norvegicus AAZ23826 AAZ23827 guanine nucleotide-binding protein
98 |NP_001011107 Xenopus tropicalis AAH55978 Xenopus laevis AAH84504 Xenopus tropicalis guanine nucleotide binding protein, beta 3/Loc60449-prov protein /Guanine nucleotide binding protein, beta 3
AAH56002 Xenopus laevis AAlI08471 Gnb3-prov protein/Gnb3-prov protein
100 CAF91816 Tetraodon nigroviridis unnamed protein product
100 %BABSSQOB Oryzias latipes guaninenucleotide-binding protein beta subunit
3 BAD93252 Oryzias latipes GNBP
=1 88 NP_998367 Danio rerio AAH59436 AAHB65866 guanine nucleotide binding protein (G protein), beta polypeptide 3/Gnb3 protein /Guanine nucleotide binding protein (G protein), beta polypeptide 3
ﬂECAFWSZS Tetraodon nigroviridis unnamed protein product
NP_001002437 Danio rerio AAH76127 guanine nucleotide binding protein (G protein), beta polypeptide 3, like/Guanine nucleotide binding protein (G protein), beta polypeptide 3, like
XP_642759 Dictyostelium discoideum AX4 P36408 Dictyostelium discoideum CAA52018 AAO51249 EAL68757 G protein b-subunit/GBB_DICDI Guanine nucleotide-binding protein beta subunit /G protein b-subunit /similar to Dictyostelium discoideum (Slime mold).
4 AAT66038 Rhizopus stolonifer G-protein beta subunit
XP_570624 Cryptococcus neoformans var. neoformans JEC21 EAL21191 Cryptococcus neoformans var. neoformans B-3501A AAW43317 Cryptococcus neoformans var. neoformans JEC21 hypothetical protein/hypothetical protein CNBD2480 /conserved hypothetical pro
'AAD03596 Cryptococcus neoformans var. grubii G-protein beta subunit GPB1
33 AAWS82439 Thanatephorus cucumeris guanine nucleotide binding protein beta subunit
AAT74567 Lentinula edodes guanine nucleotide binding protein beta subunit 2
60 AAG27720 Pneumocystis carinii guanine nucleotide-binding protein beta subunit
XP_756850 Ustilago maydis 521 AAN33051 Ustilago maydis EAK81092 Ustilago maydis 521 hypothetical protein UM00703.1/G-protein beta subunit Bpp1 /hypothetical protein UM00703.1
60 AAO25585 Cochliobolus heterostrophus G-protein beta subunit Cgb1
BAD93278 Botryotinia fuckeliana G protein beta subunit
99 PPAAO37685 Trichoderma atroviride heterotrimeric G protein beta subunit TGB1
81 BABG69489 Fusarium oxysporum AAO91808 Fusarium oxysporum f. sp. lycopersici guanine nucleotide-binding protein beta subunit/G protein beta subunit
EAQ91179 Chaetomium globosum CBS 148.51 guanine nucleotide-binding protein beta subunit
AAM53552 Neurospora crassa CAF05968 G-protein beta subunit/probable guanine nucleotide-binding protein beta subunit
4 XP_359576 Magnaporthe grisea 70-15 BAC01165 Magnaporthe grisea hypothetical protein MG05201.4/heterotrimeric G-protein beta subunit
014435 Cryphonectria parasitica AAC49838 GBB_CRYPA Guanine nucleotide-binding protein beta subunit/GTP binding protein beta subunit
AAL90861 Sporothrix schenckii AAL90862 G-protein beta subunit/G-protein beta subunit
74 96— XP_657685 Aspergillus nidulans FGSC A4 AAC33436 Emericella nidulans EAA65259 Aspergillus nidulans FGSC A4 guanine nucleotide-binding protein subunit beta/G-protein beta subunit /GBB_CRYPA Guanine nucleotide-binding protein beta subunit
96[LxP_753430 Aspergillus fumigatus Af293 EAL91392 BAE62929 Asperyillus oryzae G-protein complex subunit beta/G-protein complex beta subunit, putative /Junnamed protein product
AAT40565 Paracoccidioides brasiliensis small G-beta protein GPB
XP_652747 Entamoeba histolytica HM-1:IMSS EAL47361 G protein beta subunit/G protein beta subunit, putative
78-AAA73103 Drosophila melanogaster
100 [NP_523720 Drosophila melanogaster P29829 AAF49124 AAM50746 G protein -subunit 76C CG8770-PA/GBB2_DROME Guanine nucleotide-binding protein beta subunit 2/CG8770-PA /HL0O7966p
34 97 RGFFB Drosophila melanogaster RGFFB GTP-binding regulatory protein beta chain - fruit fly (Drosophila melanogaster)
EAL30470 Drosophila pseudoobscura GA21307-PA
69 CAB76452 Calliphora vicina guanine nucleotide-binding protein beta subunit
100 XP_821615 Anopheles gambiae str. PEST EAA00858 ENSANGP00000011640/ENSANGP00000011640
XP_624335 Apis mellifera PREDICTED: similar to ENSANGP00000011640
CAB43529 Geodia cydonium G protein, beta subunit
NP_492072 Caenorhabditis elegans Q20636 CAA95824 AAK55964 CAE66585 Caenorhabditis briggsae AAW02909 G Protein, Beta subunit family member (gpb-2)/GBB2_CAEEL Guanine nucleotide-binding protein beta subunit 2/Hypothetical protein F52A8.2 /heterotrime
52 98 XP_312728 Anopheles gambiae str. PEST XP_320123 XP_320124 XP_312729 EAA15177 EAA43337 EAA08293 EAA44810 ENSANGP00000025070/ENSANGP00000022462 /ENSANGP00000018065 /ENSANGP00000019694 /ENSANGP00000018065 /ENSANGP00000022462 /ENSANGP00000019694 /ENSANGP
68 100 NP_572452 Drosophila melanogaster AAF46336 AAO45197 EAL31826 Drosophila pseudoobscura G5 CG10763-PA/CG10763-PA /RH17413p /GA10552-PA
XP_392638 Apis mellifera PREDICTED: similar to ENSANGP00000018065
—CAGO00829 Tetraodon nigroviridis unnamed protein product
92 XP_691279 Danio rerio PREDICTED: similar to guanine nucleotide-binding protein, beta-5 subunit isoform b
87 99 > AAK52836 Ambystoma tigrinum G-protein beta 5
XP_615433 Bos taurus PREDICTED: similar to guanine nucleotide-binding protein, beta-5 subunit isoform 1
XP_413801 Gallus gallus PREDICTED: similar to guanine nucleotide-binding protein, beta-5 subunit isoform b; G protein, beta-5 subunit; transducin beta chain 5; guanine nucleotide-binding protein, beta subunit 5L; G protein, beta subunit 5L
1 85 BAE91621 Macaca fascicularis unnamed protein product
m P_863232 Canis familiaris XP_851178 NP_006569 Homo sapiens NP_057278 XP_863207 Canis familiaris 014775 Homo sapiens Q80ZD0 Tamias striatus Q5RDY7 Pongo pygmaeus Q6PNB6 Oryctolagus cuniculus AAC63826 Homo sapiens AAG18444 AAH13997 AAM159
NP_113958 Rattus norvegicus NP_034443 Mus musculus NP_619733 P62881 P62882 Rattus norvegicus AAA93084 Mus musculus AAC52886 AAB59974 Rattus norvegicus AAH16135 Mus musculus AAS59141 Rattus norvegicus AAH89221 AAZ23830 AAZ23831 BAE41077 Mu
NP_957040 Danio rerio AAH59544 guanine nucleotide binding protein (G protein), beta 5/Hypothetical protein MGC73196
—XP_792481 Strongylocentrotus purpuratus PREDICTED: similar to guanine nucleotide-binding protein, beta-5 subunit isoform b
AAW26063 Schistosoma japonicum SJCHGCO06010 protein

XP_453363 Kluyveromyces lactis NRRL Y-1140 AAD30127 Kluyveromyces lactis CAH00459 Kluyveromyces lactis NRRL Y-1140 unnamed protein product/heterotrimeric G protein beta subunit /unnamed protein product

9% 83 NP_983499 Eremothecium gossypii AAS51323 Ashbya gossypii ATCC 10895 ACR097Wp/ACR097Wp
_| 85 | NP_014855 Saccharomyces cerevisiaec P18851 AAA35114 CAA63175 CAA99427 G protein beta subunit, forms a dimer with Ste18p to activate the mating signaling pathway, forms a heterotrimer with Gpa1p and Ste18p to dampen signaling; may recruit Rho1p to the
100 XP_448891 Candida glabrata CBS 138 CAG61861 unnamed protein product/unnamed protein product
100 rXP_721045 Candida albicans SC5314 EAL02231 putative pheromone response pathway G protein subunit/potential pheromone response pathway G protein subunit
L' LXP_720923 Candida albicans SC5314 EAL02103 putative pheromone response pathway G protein subunit/potential pheromone response pathway G protein subunit
XP_458399 Debaryomyces hansenii CBS767 CAG86481 hypothetical protein DEHA0C17600g/unnamed protein product

2485_Cre
XP_503412 Yarrowia lipolytica CLIB122 CAG78991 hypothetical protein/unnamed protein product
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