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BAD53274 Oryza sativa (japonica cultivar-group) BAD52856 unknown protein/unknown protein
XP_463472 Oryza sativa (japonica cultivar-group) P0010B10.25

AT2G20825 = NP_179677 Q8S8I2 AAM15197 AAO37139 AAX55119 ULT2; DNA binding/ULT2_ARATH Protein ULTRAPETALA2/predicted protein /hypothetical protein /hypothetical protein At2g20825
AT4G28190 = NP_567799 Q8GZA8 BAC41785 ULT1 (ULTRAPETALA1); DNA binding/ULT1_ARATH Protein ULTRAPETALA1/unknown protein100
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ref|NP_567799.1| ULT1 (ULTRAPETALA1); DNA binding [Arabidopsis t...   516   e-149
gb|AAM67142.1| unknown [Arabidopsis thaliana]                         489   e-141
emb|CAB79621.1| hypothetical protein [Arabidopsis thaliana]           488   e-140
ref|NP_179677.1| ULT2; DNA binding [Arabidopsis thaliana] >gi|28...   386   e-110
dbj|BAD53274.1| unknown protein [Oryza sativa (japonica cultivar...   343   3e-97
ref|XP_463472.1| P0010B10.25 [Oryza sativa (japonica cultivar-gr...   332   1e-93
13486_Cre unnamed protein product                                      37   1e-04
emb|CAE65964.1| Hypothetical protein CBG11147 [Caenorhabditis br...    37   1e-04

A sharp drop in the score
indicating that is all.


