
AT2G33460 = NP_180904 AAB80663 RIC1 (ROP-INTERACTIVE CRIB MOTIF-CONTAINING PROTEIN 1)/unknown protein
AT1G04450 = NP_171940 RIC3 (ROP-INTERACTIVE CRIB MOTIF-CONTAINING PROTEIN 3)

AT3G23380 = NP_188980 BAB02282 RIC5 (ROP-INTERACTIVE CRIB MOTIF-CONTAINING PROTEIN 5)/unnamed protein product
XP_468335 Oryza sativa (japonica cultivar-group) BAD21588 hypothetical protein/hypothetical protein

AT4G28556 = NP_001031740 unknown protein
AT2G20430 = NP_179633 AAM15282 AAD25644 RIC6 (ROP-INTERACTIVE CRIB MOTIF-CONTAINING PROTEIN 6)/hypothetical protein /hypothetical protein

AAQ05795 Lilium longiflorum desiccation-associated protein
NP_911926 Oryza sativa (japonica cultivar-group) XP_506302 BAC10201 unknown protein/PREDICTED P0030H06.108 gene product /unknown protein

Ppa_RIC1_2_1
AT1G03982 = NP_001030953 AAD10672 unknown protein/Hypothetical protein

XP_464195 Oryza sativa (japonica cultivar-group) BAD25214 hypothetical protein/hypothetical protein
BAD45888 Oryza sativa (japonica cultivar-group) unknown protein

NP_914846 Oryza sativa (japonica cultivar-group) BAB86147 P0413C03.22/hypothetical protein
ABA93654 Oryza sativa (japonica cultivar-group) P21-Rho-binding domain, putative

ABD28373 Medicago truncatula Wiscott-Aldrich syndrome, C-terminal
AT5G16490 = NP_197153 BAB09617 AAQ65146 BAD44641 RIC4 (ROP-INTERACTIVE CRIB MOTIF-CONTAINING PROTEIN 4)/unnamed protein product /At5g16490 /putative protein

AT1G27380 = NP_849713 NP_564281 CAC83627 BAC42059 ABD60693 RIC2 (ROP-INTERACTIVE CRIB MOTIF-CONTAINING PROTEIN 2)/RIC2 (ROP-INTERACTIVE CRIB MOTIF-CONTAINING PROTEIN 2) /Rop-interacting protein /GPI-anchored protein /At1g27380
XP_470406 Oryza sativa (japonica cultivar-group) AAO37944 AAO73278 unknown protein/hypothetical protein /unknown protein

XP_473978 Oryza sativa (japonica cultivar-group) CAE04758 OSJNBb0060E08.20/OSJNBb0060E08.21
AT4G04900 = NP_192399 CAB81032 RIC10 (ROP-INTERACTIVE CRIB MOTIF-CONTAINING PROTEIN 10)/hypothetical protein

AAD21424 Arabidopsis thaliana 69873
NP_914302 Oryza sativa (japonica cultivar-group) BAC05631 putative rac GTPase activating protein/putative rac GTPase activating protein

XP_473604 Oryza sativa (japonica cultivar-group) CAD41306 OSJNBa0020J04.11/OSJNBa0020J04.11
Smo_RIC1_18_1 Smo_RIC1_20_1

NP_524681 Drosophila melanogaster NP_731074 NP_731073 AAC47094 AAB01209 AAF54131 AAF54132 AAN13373 AAQ23609 PAK-kinase CG10295-PB, isoform B/PAK-kinase CG10295-PC, isoform C /PAK-kinase CG10295-PA, isoform A /serine/threonine kinase PAK homolog DPAK/
XP_628937 Dictyostelium discoideum AX4 AAG24442 Dictyostelium discoideum EAL60520 Wiscott-Aldrich syndrome protein/Wiscott-Aldrich syndrome protein /Wiscott-Aldrich syndrome protein

XP_759834 Ustilago maydis 521 EAK84865 hypothetical protein UM03687.1/hypothetical protein UM03687.1
XP_799826 Strongylocentrotus purpuratus PREDICTED: hypothetical protein XP_794733

NP_957353 Danio rerio AAH44180 AAH66424 CAI21159 Wiskott-Aldrich syndrome-like/Wiskott-Aldrich syndrome-like /Wiskott-Aldrich syndrome-like /Wiskott-Aldrich syndrome, like
XP_532445 Canis familiaris XP_859270 PREDICTED: similar to Wiskott-Aldrich syndrome gene-like protein isoform 1/PREDICTED: similar to Wiskott-Aldrich syndrome gene-like protein isoform 3

NP_003932 Homo sapiens XP_519342 Pan troglodytes O00401 Homo sapiens AAH52955 AAQ96857 EAL24333 AAV38348 synthetic construct CAH91010 Pongo pygmaeus Wiskott-Aldrich syndrome gene-like protein/PREDICTED: similar to Neural Wiskott-Aldrich syndr
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RIC1 (AT2G33460): global tree
File name: RIC1.mltree0.svg
41 aa residues 31 OTU included.
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