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——AT1G65620 = NP_176739 004479 AAB60912 AAL38032 BAB88693 AAS00609 AS2 (ASYMMETRIC LEAVES 2)/LBD6_ARATH LOB domain protein 6 (ASYMMETRIC LEAVES2) /EST gb|ATTS1121 comes from this gene./LOB DOMAIN 6 /ASYMMETRIC LEAVES2 /AS2
90 AAT77385 Oryza sativa (japonica cultivar-group) AAU10781 hypothetical protein/unknown protein Os05g0417000
99 | 8xAAX21517 Triticum aestivum AS2
NP_915101 Oryza sativa (japonica cultivar-group) BAB92647 BAD88526 B1099D03.24/putative LOB DOMAIN 6 /LOB domain protein 0s01g0889400
AAY24684 Zea mays ASYMMETRIC LEAVES2
100 AAT40528 Solanum demissum hypothetical protein
1F %ATZGZBSOO = NP_180417 Q9SK08 AAD21485 unknown protein/LBD11_ARATH LOB domain protein 11/hypothetical protein
AT1G07900 = NP_172268 Q9LQR0 AAF75065 unknown protein/LBD1_ARATH LOB domain protein 1/F24B9.1
AT1G16530 = NP_173102 Q9SA51 F309.33 AAD34704 unknown protein/LBD3_ARATH LOB domain protein 3 /F309.33/
11 96 AAT42184 Zea mays putative lateral organ boundaries (LOB) domain family
1 XP_469116 Oryza sativa (japonica cultivar-group) AAS07117 hypothetical protein/hypothetical protein
Smo_AS2_29 1
Smo_AS2_24 1
Smo_AS2 2 2 Smo_AS2_71_1
AT1G31320 = NP_174417 Q9SHE9 AAF24588 AAT71939 AAU15164 unknown protein/LBD4_ARATH LOB domain protein 4/T19E23.11 /At1g31320 /At1g31320
Ppa_AS2_83_1
) Ppa_AS2_25 1 Ppa_AS2_33_1
XP_469933 Oryza sativa (japonica cultivar-group) AAO24916 hypothetical protein/hypothetical protein
AT3G26620 = NP_189296 NP_189300 P59467 P59468 AAY78757 unknown protein/unknown protein /LBD23_ARATH Putative LOB domain protein 23/LBD24_ARATH Putative LOB domain protein 24/putative LOB domain protein
AAV43814 Oryza sativa (japonica cultivar-group) putative LOB family protein
AAM64523 Arabidopsis thaliana unknown
IAT2G30130 = NP_565695 Q8LBW3 T00585 AAC16959 BAD12425 ASL5/LBD12_ARATH LOB domain protein 12 /T00585 hypothetical protein At2g30130 /expressed protein /ASYMMETRIC LEAVES2-like gene 5 protein
Smo_AS2 91_2 Smo_AS2 79 2
97 rPpa_AS2_69_1
16 98 Ppa_AS2_16_1
AAX21518 Triticum aestivum LOB1
NP_915286 Oryza sativa (japonica cultivar-group) BAD73444 BAD87090 P0031D02.27/putative LOB DOMAIN 15 /putative LOB DOMAIN 15
AT2G30340 = NP_850141 C84707 Q9AT61 AAL38033 AAC16936 unknown protein/C84707 hypothetical protein At2g30340 /LBD13_ARATH LOB domain protein 13/LOB DOMAIN 13 /expressed protein
XP_475658 Oryza sativa (japonica cultivar-group) AAT69630 hypothetical protein/hypothetical protein
AAM67163 Arabidopsis thaliana LOB DOMAIN 13
AT2G40470 = NP_565933 Q8L5T5 H84829 AAB87589 AAL38034 unknown protein/LBD15_ARATH LOB domain protein 15 /H84829 hypothetical protein At2g40470 /expressed protein /LOB DOMAIN 15
Smo_AS2 51_2 Smo_AS2 61_3
33 AT4G00210 = NP_191932 081322 AAC19294 CAB80779 unknown protein/LBD31_ARATH LOB domain protein 31 /F6N15.25 gene product /hypothetical protein
36 AT2G45410 = NP_182065 022132 AAB82623 unknown protein/LBD19_ARATH LOB domain protein 19/unknown protein
XP_470234 Oryza sativa (japonica cultivar-group) AAN87737 BAD88524 Unknown protein/Unknown protein /LOB domain protein
99 61 AT2G42430 = NP_565973 Q9SLB7 AAD23725 AAK31143 AAK95320 AAL38035 AAN38703 LBD16/LBD16_ARATH LOB domain protein 16/expressed protein /Junknown /At2g42430/MHK10.15 /LOB DOMAIN 16 /At2g42430/MHK10.15
35 5 XP_483811 Oryza sativa (japonica cultivar-group) BAD09627 putative LOB domain protein 17/putative LOB domain protein 17
LEAAV@SOS Oryza sativa (japonica cultivar-group) BAD88523 adventitious rootless1/LOB domain protein
45 AT3G58190 = NP_191378 Q9M2J7 CAB68157 AAL38038 unknown protein/LBD29_ARATH LOB domain protein 29/putative protein /LOB DOMAIN 29
45 XP_468436 Oryza sativa (japonica cultivar-group) XP_507056 BAD22977 BAD23106 LOB domain protein-like/PREDICTED OJ1202_E07.33 gene product /LOB domain protein-like /LOB domain protein-like
4 NP_919961 Oryza sativa (japonica cultivar-group) AAL77143 AAP52248 BAD88525 unknown protein/Unknown protein /hypothetical protein LOC_Os10g07510 /LOB domain protein
o3 5_8EAT2G45420 = NP_850436 022131 C84890 AAL38036 AAB82622 unknown protein/LBD18_ARATH LOB domain protein 18/C84890 hypothetical protein At2g45420 /LOB DOMAIN 18 /expressed protein
] 21] %6 AT4G00220 = NP_191933 081323 AAC19300 CAB80780 AAL27613 unknown protein/LBD30_ARATH LOB domain protein 30 /F6N15.4 gene product /predicted protein of unknown function /LOB DOMAIN 30
64 Smo_AS2_9 2Smo_AS2 5_1
71 _|:AT3G03760 = NP_187026 Q9SRV3 AAF00641 BAC42909 AAP40416 unknown protein/LBD20_ARATH LOB domain protein 20/unknown protein /Junknown protein /unknown protein
69 Ppa_AS2_117_1
51 Ppa_AS2_110_2
16 —@:Ppa_ASZ_ZJ
Ppa_AS2_49 1
ABA91089 Oryza sativa (japonica cultivar-group) ABA95617 lob domain protein 12, putative/lob domain protein 12, putative
100 I AT3G11090 = NP_187720 Q9SRL8 AAF01513 AAG50983 unknown protein/LBD21_ARATH Putative LOB domain protein 21/hypothetical protein /hypothetical protein; 12202-12699
L———————AAX21348 Lotus japonicus lateral organ boundaries-like 1
99 AAM67184 Arabidopsis thaliana unknown
11} I—AT3627650 = NP_566823 Q8L8Q3 BAB02689 AAL38037 BAD12423 unknown protein/LBD25_ARATH LOB domain protein 25/unnamed protein product /LOB DOMAIN 25 /ASYMMETRIC LEAVES2-like gene 3 protein
[31] 87 1ABC54561 Hordeum vulgare ramosa 2
88 I—XP7462810 Oryza sativa (japonica cultivar-group) BAB39926 BAB92516 BAD88527 ABC54560 Zea mays ABC54562 Sorghum bicolor putative LOB domain protein 25/contains ESTs C98868(E3203),C98869(E3203)~similar to Arabidopsis thaliana chromosome 5, MDC12.5~
95 AAX21349 Lotus japonicus lateral organ boundaries-like 3
I-—AT5G63090 = NP_851253 NP_851254 NP_851252 NP_201114 Q9FML4 BAB10551 AAL40346 BAD12424 LOB (LATERAL ORGAN BOUNDARIES)/LOB (LATERAL ORGAN BOUNDARIES) /LOB (LATERAL ORGAN BOUNDARIES) /LOB (LATERAL ORGAN BOUNDARIES) /LOB_ARATH Protein LATERAL ORGAN BOUN
20 58 XP_463174 Oryza sativa (japonica cultivar-group) AAR00592 hypothetical protein/hypothetical protein
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AT2G23660 = NP_179946 064836 AAC17095 AAM14865 unknown protein/LBD10_ARATH Putative LOB domain protein 10/hypothetical protein /hypothetical protein
AT5G66870 = NP_201488 Q9FKZ3 BAB08629 BAD12422 ASL1/ASL2_ARATH Protein ASYMMETRIC LEAVES2 (LOB domain protein 36)/unnamed protein product /ASYMMETRIC LEAVES2-like gene 1 protein
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AT3G13850 = NP_188001 Q9LRW1 BAB02910 unknown protein/LBD22_ARATH Putative LOB domain protein 22/unnamed protein product

0.100

AT3G50510 = NP_190620 Q9SCS4 CAB62480 unknown protein/LBD28_ARATH Putative LOB domain protein 28/putative protein



