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NP_033256 Mus musculus Q61263 2201440B AAC42075 AAB36050 Mus sp. BAC34925 Mus musculus AAH83092 BAE35047 BAE35158 BAE25081 BAE35563 sterol O-acyltransferase 1/SOAT1_MOUSE Sterol O-acyltransferase 1 (Cholesterol acyltransferase 1) (Acyl coenzyme A
NP_112380 Rattus norvegicus O70536 BAA25372 sterol O-acyltransferase 1/SOAT1_RAT Sterol O-acyltransferase 1 (Cholesterol acyltransferase 1) (Acyl coenzyme A:cholesterol acyltransferase 1) (ACAT-1) /acyl-coenzyme A:cholesterol acyltransferase86

O77760 Cercopithecus aethiops O77761 Macaca fascicularis AAC62930 Cercopithecus aethiops AAC62931 Macaca fascicularis BAE01048 SOAT1_CERAE Sterol O-acyltransferase 1 (Cholesterol acyltransferase 1) (Acyl coenzyme A:cholesterol acyltransferase 1)
XP_514030 Pan troglodytes NP_003092 Homo sapiens 2201440A P35610 AAC37532 AAL56227 Gorilla gorilla AAH28940 Homo sapiens CAI12676 CAI13574 PREDICTED: hypothetical protein XP_514030/sterol O-acyltransferase (acyl-Coenzyme A: cholesterol acyltran100

XP_547445 Canis familiaris PREDICTED: similar to Sterol O-acyltransferase 1 (Cholesterol acyltransferase 1) (Acyl coenzyme A:cholesterol acyltransferase 1) (ACAT-1)56

NP_001029378 Bos taurus AAI02316 hypothetical protein LOC504287/Hypothetical protein LOC504287
41

100

XP_320321 Anopheles gambiae str. PEST XP_320320 EAA00115 EAA00116 ENSANGP00000016512/ENSANGP00000016486 /ENSANGP00000016486 /ENSANGP00000016512
AAP94208 Toxoplasma gondii AAP94209 acyl-CoA:diacylglycerol acyltransferase 1-related enzyme/acyl-CoA:diacylglycerol acyltransferase 1-related enzyme

XP_626337 Cryptosporidium parvum Iowa II XP_668402 Cryptosporidium hominis TU502 EAK88851 Cryptosporidium parvum EAL38184 Cryptosporidium hominis diacylglycerol acyltransferase 1/acyl-CoA:diacylglycerol acyltransferase 1-related enzyme /diacylg44
XP_728984 Plasmodium yoelii yoelii str. 17XNL EAA20549 Plasmodium yoelii yoelii hypothetical protein PY01256/acyl transferase-related
XP_678753 Plasmodium berghei strain ANKA CAI04478 Plasmodium berghei diacylglycerol O-acyltransferase/diacylglycerol O-acyltransferase, putative100

NP_473333 Plasmodium falciparum 3D7 CAB39042 BAD27525 Plasmodium falciparum BAD27526 eukaryotic synthetic construct diacylglycerol O-acyltransferase, putative/diacylglycerol O-acyltransferase, putative /acyl-CoA:diacylglycerol acyltransferase /ac100

100

EAR94647 Tetrahymena thermophila SB210 MBOAT family protein
XP_755172 Aspergillus fumigatus Af293 EAL93134 diacylglycerol O-acyltransferase DGAT/diacylglycerol O-acyltransferase (DGAT), putative

BAE65302 Aspergillus oryzae unnamed protein product95
XP_663763 Aspergillus nidulans FGSC A4 EAA57945 hypothetical protein AN6159.2/hypothetical protein AN6159.298

EAQ89124 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_05743
XP_386864 Gibberella zeae PH-1 EAA77624 hypothetical protein FG06688.1/hypothetical protein FG06688.1
XP_957022 Neurospora crassa N150 XP_322121 Neurospora crassa EAA27786 hypothetical protein/hypothetical protein /hypothetical protein49
XP_359451 Magnaporthe grisea 70-15 hypothetical protein MG05326.468

94

100

XP_502557 Yarrowia lipolytica CLIB122 CAG80745 hypothetical protein/unnamed protein product

98

26

XP_645633 Dictyostelium discoideum AX4 EAL71801 Dictyostelium discoideum hypothetical protein DDB0202877/hypothetical protein DDB0202877
XP_780515 Strongylocentrotus purpuratus PREDICTED: similar to Diacylglycerol O-acyltransferase 1 (Diglyceride acyltransferase)
XP_317656 Anopheles gambiae str. PEST EAA12213 ENSANGP00000002281/ENSANGP00000002281

EAL33593 Drosophila pseudoobscura GA16599-PA
NP_995724 Drosophila melanogaster NP_609813 NP_724017 NP_724016 AAK93259 AAL78365 AAL78366 AAN10972 AAN10973 AAF53574 AAS64717 midway CG31991-PD, isoform D/midway CG31991-PA, isoform A /midway CG31991-PC, isoform C /midway CG31991-PB, isoform B /LD33100

45

XP_624754 Apis mellifera PREDICTED: similar to ENSANGP00000002281
100

31

NP_505828 Caenorhabditis elegans CAA99773 CAB07399 AAF82410 H19N07.4/Hypothetical protein H19N07.4 /Hypothetical protein H19N07.4 /diacylglycerol acyltransferase
CAE75170 Caenorhabditis briggsae Hypothetical protein CBG23107100

43

NP_034176 Mus musculus Q9Z2A7 AAC72917 AAH03717 BAC66171 diacylglycerol O-acyltransferase 1/DGAT1_MOUSE Diacylglycerol O-acyltransferase 1 (Diglyceride acyltransferase) /diacylglycerol acyltransferase /Diacylglycerol O-acyltransferase 1 /diacylglycer
XP_579557 Rattus norvegicus NP_445889 Q9ERM3 AAG10084 BAC43739 BAC43740 BAC43741 BAC43742 BAC43743 PREDICTED: diacylglycerol O-acyltransferase 1/diacylglycerol O-acyltransferase 1 /DGAT1_RAT Diacylglycerol O-acyltransferase 1 (Diglyceride acyltransfe75

Q9GMF1 Cercopithecus aethiops AAF98557 DGAT1_CERAE Diacylglycerol O-acyltransferase 1 (Diglyceride acyltransferase)/diacyl-glycerol acyltransferase
XP_930884 Homo sapiens NP_036211 O75907 AAC63997 AAH15762 AAH23565 BAC66170 AAH06263 PREDICTED: similar to Diacylglycerol O-acyltransferase 1 (Diglyceride acyltransferase) (ACAT-related gene product 1) isoform 1/diacylglycerol O-acyltransferase 1 /DG92
XP_539214 Canis familiaris XP_849176 XP_858062 PREDICTED: similar to Diacylglycerol O-acyltransferase 1 (Diglyceride acyltransferase) (ACAT related gene product 1) isoform 1/PREDICTED: similar to Diacylglycerol O-acyltransferase 1 (Diglyceride acyltr
AAL49962 Bos taurus diacylglycerol acyltransferase 1
NP_777118 Bos taurus CAC86391 diacylglycerol O-acyltransferase 1/Acyl-CoA:1,2-diacylglycerol O-transferase

AAZ22403 Bubalus bubalis diacylglycerol O-acyltransferase 165
78

NP_999216 Sus scrofa AAM19083 AAM66767 diacylglycerol acyltransferase/diacylglycerol acyltransferase /diacylglycerol acyltransferase
71

74

69

90

NP_001002458 Danio rerio AAH76012 hypothetical protein LOC436731/Zgc:92327
CAG11944 Tetraodon nigroviridis unnamed protein product100

NP_956024 Danio rerio AAH63970 hypothetical protein LOC325875/Hypothetical protein LOC325875
CAG10815 Tetraodon nigroviridis unnamed protein product40

46

100

100

Smo_TAG1_11_2 Smo_TAG1_8_1
Smo_TAG1_4_1100

Ppa_TAG1_4_1
Ppa_TAG1_2_3100

65

AAS01606 Olea europaea acyl-CoA:diacylglycerol acyltransferase 1
AAG23696 Perilla frutescens diacylglycerol acyltransferase
AAF19345 Nicotiana tabacum diacylglycerol acylCoA acyltransferase40

27

BAD53762 Oryza sativa (japonica cultivar-group) putative acyl-CoA:diacylglycerol acyltransferase
XP_476093 Oryza sativa (japonica cultivar-group) AAU10815 AAV59457 AAW47581 putative diacylglycerol acyltransferase/putative diacylglycerol acyltransferase /putative diacylglycerol acyltransferase /diacylglycerol acyltransferase83

45

AAV31083 Euonymus alatus 1,2-diacyl-sn-glycerol:acyl-CoA acyltransferase
20

ABB84383 Jatropha curcas diacylglycerol acyltransferase
AAR11479 Ricinus communis diacylglycerol acyltransferase86
AAS78662 Glycine max diacylglycerol acyltransferase
AAW51456 Lotus japonicus diacylglycerol acyltransferase93
AAT73629 Glycine max acyl CoA:diacylglycerol acyltransferase62

26

20

AAM03340 Tropaeolum majus putative diacylglycerol acyltransferase
AAY40784 Brassica juncea diacylglycerol acyltransferase DGAT1

AAD45536 Brassica napus putative diacylglycerol acyltransferase
AAD40881 Brassica napus putative diacylglycerol acyltransferase100

90

AAY40785 Brassica juncea diacylglycerol acyltransferase DGAT2
92

AAF64065 Brassica napus putative diacylglycerol acyltransferase
AT2G19450 = NP_179535 CAB44774 CAB45373 AAF19262 AAK96671 AAM14875 AAD10144 AAP68322 TAG1 (TRIACYLGLYCEROL BIOSYNTHESIS DEFECT 1); diacylglycerol O-acyltransferase/diacylglycerol O-acyltransferase /diacylglycerol acyltransferase /diacylglycerol acyl47
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putative pseudo gene (5 bp deletion to cause frame shift or deletion in a conserved region)
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