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Ppa_COB_35_1
AT4G27110 = NP_567766 Q9T045 CAB38841 CAB79566 BAD43466 BAD43826 unknown protein/CBL11_ARATH COBRA-like protein 11 precursor/putative protein /putative protein /GPl-anchored protein /GPl-anchored protein

| EAT3G20580 = NP_188694 Q9LJUO BAB01166 BAC43204 AAO64887 unknown protein/CBL10_ARATH COBRA-like protein 10 precursor/unnamed protein product /GPl-anchored protein /At3g20580
BAD45565 Oryza sativa (japonica cultivar-group) COBRA-like protein

NP_910434 Oryza sativa (japonica cultivar-group) BAC16043 cell wall protein-like/cell wall protein-like

AAQ81633 Zea mays roothairless 3
AT3G16860 = NP_188311 Q9LIB6 BAB03074 unknown protein/COBL8_ARATH COBRA-like protein 8 precursor/unnamed protein product

_|__|_7AT5G49270 =NP_199738 Q9FJ13 BAB10345 AAP37687 unknown protein/COBL9_ARATH COBRA-like protein 9 precursor/unnamed protein product /At5g49270

AT4G16120 = NP_567484 Q8GZ17 CAB10391 CAA74765 CAB78654 BAC41936 AAO64838 ATSEB1/COBL7_ARATH COBRA-like protein 7 precursor/hypothetical protein /putative cell wall protein /hypothetical protein /GPl-anchored protein /At4g16120
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XP_473354 Oryza sativa (japonica cultivar-group) CAE02786 OSJNBa0011L07.10/0SJNBa0011L07.10
—|:AT1G09790 = NP_172450 004500 unknown protein/COBL6_ARATH COBRA-like protein 6 precursor

XP_479085 Oryza sativa (japonica cultivar-group) BAC83873 putative phytochelatin synthetase/putative phytochelatin synthetase
|:XP_468693 Oryza sativa (japonica cultivar-group) AAQ56120 AAQ56121 Oryza sativa (indica cultivar-group) AAS07098 Oryza sativa (japonica cultivar-group) putative phytochelatin synthetase/BRITTLE CULM1 /BRITTLE CULM1 /putative phytochelatin synthet

AAR13305 Phaseolus vulgaris phytochelatin synthetase-like protein
AT5G15630 = NP_197067 Q9LFW3 CAC01762 AAT44976 AAW30024 COBL4/IRX6 /COBL4_ARATH COBRA-like protein 4 precursor/putative phytochelatin synthetase /At5g15630 /At5g15630

XP_468694 Oryza sativa (japonica cultivar-group) AAS07075 putative phytochelatin synthetase/putative phytochelatin synthetase
XP_479084 Oryza sativa (japonica cultivar-group) BAC83872 putative phytochelatin synthetase/putative phytochelatin synthetase
i AAMG67179 Arabidopsis thaliana phytochelatin synthetase-like protein
AT3G29810 = NP_566851 Q8L8Q7 BAB02996 unknown protein/COBL2_ARATH COBRA-like protein 2 precursor/phytochelatin synthetase-like protein

AT3G02210 = NP_186870 Q9SRT7 AAF02128 BAC43156 AAO63437 unknown protein/COBL1_ARATH COBRA-like protein 1 precursor/unknown protein /GPl-anchored protein /At3g02210
AAR13304 Phaseolus vulgaris phytochelatin synthetase-like protein
NP_922160 Oryza sativa (japonica cultivar-group) AAL58276 AAP54447 putative phytochelatin synthetase/putative phytochelatin synthetase /phytochelatin synthetase, putative
AAO17705 Sorghum bicolor phytochelatin synthetase-like protein 1
AAF24189 Zea mays phytochelatin synthetase-like protein
AAR14311 Triticum aestivum phytochelatin synthetase
AAO86520 Triticum monococcum phytochelatin synthetase
AAO17706 Sorghum bicolor phytochelatin synthetase-like protein 2

AAV31332 Oryza sativa (japonica cultivar-group) putative phytochelatin synthetase
AT5G60920 = NP_568930 Q94KT8 CAA07251 BAB10641 AAK56072 AAM19781 AAM62930 AAN64510 COB (COBRA)/COBRA_ARATH COBRA protein precursor (Cell expansion protein) /putative phytochelatin synthetase /phytochelatin synthetase /putative glycosylphosphatidylin
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