
ATNAP6 (AT1G32500): global tree
File name: ATNAP6.njtree1.svg
195 aa residues 93 OTU included.
Results of partial trees included.
Assemble Job Id: lToJ72
Tree job id: wTrsTc
BP values out of 100
Analyzed by tomoakin@kenroku.kanazawa-u.ac.jp
Date: Mon Oct 01 18:06:31 JST 2007

NP_896416 Synechococcus sp. WH 8102 CAE06836 ABC transporter, membrane component/ABC transporter, membrane component
YP_382569 Synechococcus sp. CC9605 ABB36014 ABC transporter, membrane component/ABC transporter, membrane component86

ZP_01081140 Synechococcus sp. RS9917 EAQ68324 ABC transporter, membrane component/ABC transporter, membrane component87

YP_376420 Synechococcus sp. CC9902 ABB25376 ABC transporter, membrane component/ABC transporter, membrane component
38

ZP_01122717 Synechococcus sp. WH 7805 EAR19574 ABC transporter, membrane component/ABC transporter, membrane component
100

NP_895431 Prochlorococcus marinus str. MIT 9313 CAE21779 ABC transporter, membrane component/ABC transporter, membrane component
ZP_01084212 Synechococcus sp. WH 5701 EAQ76292 ABC transporter, membrane component/ABC transporter, membrane component82

93

ZP_01006225 Prochlorococcus marinus str. MIT 9211 EAQ09963 ABC-type transport system involved in Fe-S cluster assembly permease component/ABC-type transport system involved in Fe-S cluster assembly permease component
NP_874478 Prochlorococcus marinus subsp. marinus str. CCMP1375 AAP99130 ABC-type transport system involved in Fe-S cluster assembly permease component/ABC-type transport system involved in Fe-S cluster assembly permease component68

YP_292625 Prochlorococcus marinus str. NATL2A AAZ58922 ABC-type transport system involved in Fe-S cluster assembly permease component/ABC-type transport system involved in Fe-S cluster assembly permease component80

YP_396570 Prochlorococcus marinus str. MIT 9312 ABB49134 ABC transporter, membrane component/ABC transporter, membrane component
NP_892192 Prochlorococcus marinus subsp. pastoris str. CCMP1986 CAE18530 ABC transporter, membrane component/ABC transporter, membrane component100
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NP_113351 Guillardia theta AAK39907 hypothetical protein/hypothetical protein

74

NP_486534 Nostoc sp. PCC 7120 BAB74193 hypothetical protein alr2494/alr2494
YP_320947 Anabaena variabilis ATCC 29413 ABA20052 FeS assembly protein SufD/FeS assembly protein SufD100

ZP_00111443 Nostoc punctiforme PCC 73102 COG0719: ABC-type transport system involved in Fe-S cluster assembly, permease component100

ZP_00674008 Trichodesmium erythraeum IMS101 EAO27179 FeS assembly protein SufD/FeS assembly protein SufD
47

AAQ82449 Synechococcus sp. PCC 7002 SufD
ZP_00513859 Crocosphaera watsonii WH 8501 EAM53062 FeS assembly protein SufD/FeS assembly protein SufD

NP_442474 Synechocystis sp. PCC 6803 Q55792 BAA10544 hypothetical protein slr0076/Y076_SYNY3 Hypothetical UPF0051 protein slr0076/slr007668
53
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YP_400754 Synechococcus elongatus PCC 7942 ABB57767 FeS assembly protein SufD/FeS assembly protein SufD
YP_173064 Synechococcus elongatus PCC 6301 BAD80544 hypothetical protein syc2354_c/hypothetical protein100

NP_682695 Thermosynechococcus elongatus BP-1 BAC09457 hypothetical protein tlr1905/tlr190572

YP_477633 Synechococcus sp. JA-2-3B'a(2-13) ABD02370 FeS assembly protein SufD/FeS assembly protein SufD
YP_475597 Synechococcus sp. JA-3-3Ab ABD00334 FeS assembly protein SufD/FeS assembly protein SufD100
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YP_523119 Rhodoferax ferrireducens DSM 15236 ABD69588 FeS assembly protein SufD/FeS assembly protein SufD
YP_411397 Nitrosospira multiformis ATCC 25196 ABB74005 FeS assembly protein SufD/FeS assembly protein SufD72

ZP_00670737 Nitrosomonas eutropha C71 EAO16722 FeS assembly protein SufD/FeS assembly protein SufD
NP_841489 Nitrosomonas europaea ATCC 19718 CAD85359 hypothetical protein NE1448/Uncharacterized protein family UPF0051100

100

YP_190547 Gluconobacter oxydans 621H AAW59891 ABC transporter permease protein/ABC transporter permease protein
ZP_01146161 Acidiphilium cryptum JF-5 EAR39635 FeS assembly protein SufD/FeS assembly protein SufD99

YP_427655 Rhodospirillum rubrum ATCC 11170 ABC23368 FeS assembly protein SufD/FeS assembly protein SufD
YP_469757 Rhizobium etli CFN 42 ABC91030 ABC transporter involved in Fe-S cluster assembly, permease protein/ABC transporter involved in Fe-S cluster assembly, permease protein

ZP_00806915 Rhodopseudomonas palustris BisB5 EAO83597 FeS assembly protein SufD/FeS assembly protein SufD
YP_486604 Rhodopseudomonas palustris HaA2 ABD07693 FeS assembly protein SufD/FeS assembly protein SufD100

ZP_00844521 Rhodopseudomonas palustris BisB18 ABD88386 FeS assembly protein SufD/FeS assembly protein SufD
ZP_00627281 Nitrobacter hamburgensis X14 EAN59425 FeS assembly protein SufD/FeS assembly protein SufD78

ZP_00861213 Bradyrhizobium sp. BTAi1 EAP28713 FeS assembly protein SufD/FeS assembly protein SufD64
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YP_464057 Anaeromyxobacter dehalogenans 2CP-C ABC80620 FeS assembly protein SufD/FeS assembly protein SufD

26

NP_924318 Gloeobacter violaceus PCC 7421 BAC89313 hypothetical protein glr1372/glr1372

3

ZP_01126971 Nitrococcus mobilis Nb-231 EAR22221 FeS assembly protein SufD/FeS assembly protein SufD
ZP_00865297 Alkalilimnicola ehrlichei MLHE-1 EAP34779 FeS assembly protein SufD/FeS assembly protein SufD

ZP_01152717 Halorhodospira halophila SL1 EAR45452 FeS assembly protein SufD/FeS assembly protein SufD40
100

YP_007190 Candidatus Protochlamydia amoebophila UWE25 CAF22915 putative sufD/putative sufD
ZP_00600108 Rubrobacter xylanophilus DSM 9941 EAN36804 FeS assembly protein SufD/FeS assembly protein SufD66

26

ZP_00527273 Solibacter usitatus Ellin6076 EAM53697 FeS assembly protein SufD/FeS assembly protein SufD
ZP_00506430 Polaromonas sp. JS666 EAM39720 Protein of unknown function UPF0051/Protein of unknown function UPF0051

YP_344471 Nitrosococcus oceani ATCC 19707 ABA58941 FeS assembly protein SufD/FeS assembly protein SufD41
YP_113468 Methylococcus capsulatus str. Bath AAU92955 FeS assembly protein SufD/FeS assembly protein SufD38

16

YP_094639 Legionella pneumophila subsp. pneumophila str. Philadelphia 1 YP_122992 Legionella pneumophila str. Paris AAU26692 Legionella pneumophila subsp. pneumophila str. Philadelphia 1 CAH11802 Legionella pneumophila str. Paris ABC transporte
YP_126001 Legionella pneumophila str. Lens CAH14871 hypothetical protein lpl0638/hypothetical protein100

NP_820347 Coxiella burnetii RSA 493 AAO90861 hypothetical protein CBU_1358/conserved hypothetical protein43

ZP_01105587 Flavobacteriales bacterium HTCC2170 EAR02672 FeS assembly protein SufD/FeS assembly protein SufD
ZP_01119885 Robiginitalea biformata HTCC2501 EAR16413 FeS assembly protein SufD/FeS assembly protein SufD97

ZP_01051075 Cellulophaga sp. MED134 EAQ38226 FeS assembly protein SufD/FeS assembly protein SufD
ZP_01059434 Flavobacterium sp. MED217 EAQ51266 FeS assembly protein SufD/FeS assembly protein SufD89

ZP_01117338 Polaribacter irgensii 23-P EAR13645 FeS assembly protein SufD/FeS assembly protein SufD
ZP_01053219 Tenacibaculum sp. MED152 EAQ42647 FeS assembly protein SufD/FeS assembly protein SufD99
ZP_00949842 Croceibacter atlanticus HTCC2559 EAP87981 FeS assembly protein SufD/FeS assembly protein SufD33

40
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ZP_01201341 Flavobacteria bacterium BBFL7 EAS20759 ABC-type transport system involved in Fe-S cluster assembly/ABC-type transport system involved in Fe-S cluster assembly

100

YP_445509 Salinibacter ruber DSM 13855 ABC43956 FeS assembly protein SufD/FeS assembly protein SufD

47
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4

NP_967200 Bdellovibrio bacteriovorus HD100 CAE77854 Transport protein involved in the/Transport protein involved in the
NP_929854 Photorhabdus luminescens subsp. laumondii TTO1 CAE14993 SufD protein/SufD protein

YP_070826 Yersinia pseudotuberculosis IP 32953 CAH21549 hypothetical protein YPTB2311/conserved hypothetical protein
ZP_01174671 Yersinia pestis biovar Orientalis str. IP275 ZP_00797669 Yersinia pestis Angola NP_669252 Yersinia pestis KIM NP_993518 Yersinia pestis biovar Medievalis str. 91001 NP_405936 Yersinia pestis CO92 CAC91206 AAM85503 Yersinia pestis85

ZP_00791968 Yersinia pseudotuberculosis IP 31758 COG0719: ABC-type transport system involved in Fe-S cluster assembly, permease component100

ZP_00830821 Yersinia frederiksenii ATCC 33641 COG0719: ABC-type transport system involved in Fe-S cluster assembly, permease component
ZP_00823226 Yersinia bercovieri ATCC 43970 COG0719: ABC-type transport system involved in Fe-S cluster assembly, permease component
ZP_00826019 Yersinia mollaretii ATCC 43969 COG0719: ABC-type transport system involved in Fe-S cluster assembly, permease component83

82

99

YP_455114 Sodalis glossinidius str. 'morsitans' BAE74709 hypothetical protein SG1434/conserved hypothetical protein

59

YP_049959 Erwinia carotovora subsp. atroseptica SCRI1043 CAG74765 hypothetical protein ECA1862/conserved hypothetical protein
57

41

YP_407896 Shigella boydii Sb227 ABB66068 hypothetical protein SBO_1449/conserved hypothetical protein
ZP_00697514 Shigella boydii BS512 COG0719: ABC-type transport system involved in Fe-S cluster assembly, permease component65

ZP_00728255 Escherichia coli E22 ZP_00709519 Escherichia coli B171 COG0719: ABC-type transport system involved in Fe-S cluster assembly, permease component/COG0719: ABC-type transport system involved in Fe-S cluster assembly, permease component40

ZP_00924623 Escherichia coli 101-1 ZP_00703986 Escherichia coli E24377A ZP_00720934 Escherichia coli E110019 YP_310413 Shigella sonnei Ss046 ZP_00715595 Escherichia coli B7A ZP_00705828 Escherichia coli HS ZP_00736196 Escherichia coli 53638
73

ZP_00725290 Escherichia coli F11 COG0520: Selenocysteine lyase
100

100

YP_390851 Thiomicrospira crunogena XCL-2 ABB41177 FeS assembly protein SufD/FeS assembly protein SufD

81

25

YP_432700 Hahella chejuensis KCTC 2396 ABC28275 FeS assembly protein SufD/FeS assembly protein SufD
ZP_00816457 Marinobacter aquaeolei VT8 EAP00468 FeS assembly protein SufD/FeS assembly protein SufD55

ZP_01115468 Reinekea sp. MED297 EAR08530 Cysteine desulfurase activator SufB/Cysteine desulfurase activator SufB
YP_526890 Saccharophagus degradans 2-40 ABD80678 cysteine desulfurase activator SufB/cysteine desulfurase activator SufB
ZP_01103908 gamma proteobacterium KT 71 EAQ96707 FeS assembly protein SufD/FeS assembly protein SufD56

76

YP_154544 Idiomarina loihiensis L2TR AAV80995 Cysteine desulfurase activator SufB/Cysteine desulfurase activator SufB
ZP_01041969 Idiomarina baltica OS145 EAQ33249 Cysteine desulfurase activator SufB/Cysteine desulfurase activator SufB95

ZP_01112137 Alteromonas macleodii 'Deep ecotype' EAR03502 Cysteine desulfurase activator SufB/Cysteine desulfurase activator SufB96

ZP_01074401 Marinomonas sp. MED121 EAQ67402 Cysteine desulfurase activator SufB/Cysteine desulfurase activator SufB
100
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7214_Cre
XP_549999 Oryza sativa (japonica cultivar-group) BAD52546 putative SufD/putative SufD

Smo_ATNAP6_2_1 Smo_ATNAP6_1_1
Ppa_ATNAP6_1_1

Ppa_ATNAP6_11_1100
97

AT1G32500 = NP_564404 AAF81348 ATNAP6 (NON-INTRINSIC ABC PROTEIN 6)/Contains an uncharacterized protein family (UPF0051) domain PF|01458.
AAM63647 Arabidopsis thaliana unknown100
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0.100
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