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100 I ABD75304 Psilotum nudum class Il homeodomain-leucine zipper protein C3HDZ3
il L ABD75305 Ceratopteris richardii class |l homeodomain-leucine zipper protein C3HDZ1
Smo_PHV_21_2 Smo_PHV_26_1

ABD75294 Chara corallina class 1l homeodomain-leucine zipper protein C3HDZ1

72 ABD75295 Marchantia polymorpha class |ll homeodomain-leucine zipper protein C3HDZ1
78 1 ABD75296 Phaeoceros carolinianus class Il homeodomain-leucine zipper protein C3HDZ1
Ppa_PHV_51_3 ABD75297 Physcomitrella patens class |l homeodomain-leucine zipper protein C3HDZ1
100 99 Ppa_PHV_100_3 ABD75298 Physcomitrella patens class Illl homeodomain-leucine zipper protein C3HDZ2
99 _|:Ppa_PHV_32_1

T Ppa_PHV_19_1
—4| 100 L—BAA92366 Physcomitrella patens homeobox protein PpHB10
Ppa_PHV_102_1 ABD75299 Physcomitrella patens class Il homeodomain-leucine zipper protein HB10
97 ABD75301 Selaginella kraussiana class Ill homeodomain-leucine zipper protein C3HDZ2
32 4' 100 rSﬂ107PHV73472
== 100 LSmo_PHV_2 2
100 ——Smo_PHV_56_3 Smo_PHV_6_4
L ABD75300 Selaginella kraussiana class 1ll homeodomain-leucine zipper protein C3HDZ1
100 I ABD75302 Psilotum nudum class Il homeodomain-leucine zipper protein C3HDZ1
L ABD75303 Psilotum nudum class Il homeodomain-leucine zipper protein C3HDZ2
100 BAC22513 Zinnia elegans homeobox leucine-zipper protein
94 CAC84906 Zinnia elegans HD-Zip protein
1B 100 CAC84277 Zinnia elegans BAC22514 HD-Zip protein/homeobox leucine-zipper protein
AT5G60690 = NP_200877 AAF42938 BAB09842 AAF15262 AAO11835 REV (REVOLUTA); DNA binding/lipid binding /transcription factor /REVOLUTA /Revoluta /homeodomain-leucine zipper protein interfascicular fiberless 1 /homeodomain-leucine zipper protein

P4 100 X19050 Populus trichocarpa class Ill HD-Zip protein 1
100 100 AAS77254 Populus alba x Populus tremula class Il HD-Zip protein
AAX19051 Populus trichocarpa class Il HD-Zip protein 2

100 JNP_922012 Oryza sativa (japonica cultivar-group) AAK21338 AAP54299 ABB47795 putative homeodomain leucine zipper protein/putative homeodomain-leucine zipper protein /nomeodomain-leucine zipper protein, putative /homeodomain-leucine zipper protein, put  0s10g0480200
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100 100 L AAv32332 Phyllostachys praecox HB1
82 AAR97952 Zea mays rolled leaf1
_:XP_468564 Oryza sativa (japonica cultivar-group) AAN61485 AAR04340 Putative homeodomain-leucine zipper protein/Putative homeodomain-leucine zipper protein /homeodomain leucine-zipper protein Hox10
45 100 AAX19055 Populus trichocarpa class Il HD-Zip protein 6
] 93 I:AAX1 9054 Populus trichocarpa class Il HD-Zip protein 5
100 AT1G52150 = NP_175627 NP_849795 AAD12689 AAL31186 CAD28400 ATHB-15 (INCURVATA 4); DNA binding/transcription factor /ATHB-15 (INCURVATA 4); DNA binding /transcription factor /Strong similarity to gb|Z50851 HD-zip (athb-8) gene from Arabidopsis thalia
72 L AAWS8440 Arabidopsis thaliana CORONA
100 BADO01502 Zinnia elegans homeobox leucine-zipper protein
85 L_CAC84276 Zinnia elegans HD-Zip protein
100 AAX19057 Populus trichocarpa class |ll HD-Zip protein 8
99 &|_|_—AAX19056 Populus trichocarpa class |Il HD-Zip protein 7
2 AT4G32880 = NP_195014 CAA90703 CAB80005 CAD29660 AAM20482 AAP68237 ATHB-8 (HOMEOBOX GENE 8); DNA binding/transcription factor /HD-zip /HD-zip transcription factor (athb-8) /homeodomain-leucine zipper protein 8 /HD-zip transcription factor (athb-8) /
98 BAC22512 Zinnia elegans homeobox leucine-zipper protein
NP_913168 Oryza sativa (japonica cultivar-group) BAD73204 putative HD-zip transcription factor/putative homeobox leucine-zipper protein
97 ABD75307 Ginkgo biloba class Il homeodomain-leucine zipper protein C3HDZ2
67 ABD75312 Taxus globosa class Il homeodomain-leucine zipper protein C3HDZ2
_&|—ABD75308 Ginkgo biloba class Ill homeodomain-leucine zipper protein C3HDZ3
95 ABD75310 Pseudotsuga menziesii class Il homeodomain-leucine zipper protein C3HDZ2
4 ABD75311 Taxus globosa class lll homeodomain-leucine zipper protein C3HDZ1
100 | EABD?SSOS Ginkgo biloba class 1ll homeodomain-leucine zipper protein C3HDZ1
[31] ABD75309 Pseudotsuga menziesii class |l homeodomain-leucine zipper protein C3HDZ1

100 I—AAT85280 Oryza sativa (japonica cultivar-group) homeobox leucine-zipper protein, putative
ABA99386 Oryza sativa (japonica cultivar-group) homeodomain transcription factor
AAX19053 Populus trichocarpa class Ill HD-Zip protein 4
AAX19052 Populus trichocarpa class Ill HD-Zip protein 3
AAS66760 Nicotiana sylvestris PHAVOLUTA-like HD-ZIPIII protein
AT2G34710 = NP_181018 CAA72007 AAC16263 CAD29659 AAM20642 AAN15654 PHB (PHABULOSA); DNA binding/transcription factor /HD-Zip protein /homeodomain transcription factor (ATHB-14) /homeodomain-leucine zipper protein 14 /homeodomain transcription factor
AT1G30490 = NP_174337 CAA71854 AAF19752 CAD29544 PHV (PHAVOLUTA); DNA binding/transcription factor /HD-Zip protein /Strong similarity to gb|Y10922 HD-Zip protein from Arabidopsis thaliana, containing START PF|01852, bZIP transcription factor PF|0017
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