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r—AAQ11881 Triticum aestivum CRC-related protein

_| IQ76EJ0 Oryza sativa AAR84663 Oryza sativa (japonica cultivar-group) BAD06551 BAD06552 YABDL_ORYSA Protein DROOPING LEAF/drooping leaf /DL protein /DL protein

CAI47004 Amborella trichopoda putative crabs claw transcription factor

—AAS10180 Antirrhinum majus YABBY-like transcription factor CRABS CLAW-like protein

AAWB83045 Capparis flexuosa CRABS CLAW

AAW83044 Aquilegia formosa CRABS CLAW

— AAMG66994 Arabidopsis thaliana transcription factor CRC

AT1G69180 = NP_177078 Q8L925 AAD30526 AAG52485 AAP40440 AAZ23116 Brassica juncea CRC (CRABS CLAW); transcription factor/CRC_ARATH Protein CRABS CLAW/transcription factor CRC /transcription factor CRC; 87968-89174 /putative transcription factor CRC

r AAU12183 Lepidium africanum AAW83049 CRABS CLAW/CRABS CLAW

————AAW83050 Cleome sparsifolia CRABS CLAW
AALB60054 Nicotiana langsdorffii x Nicotiana sanderae crabs claw
| IAAW83046 Nicotiana tabacum AAW83047 CRABS CLAW/CRABS CLAW
AAWB3048 Petunia x hybrida CRABS CLAW
AAWB83051 Gossypium hirsutum AAW83052 CRABS CLAW/CRABS CLAW
AT2G45190 = NP_566037 022152 AAB82644 AAC69834 AAD16053 AAD33715 AFO (ABNORMAL FLORAL ORGANS); transcription factor/'YAB1_ARATH Axial regulator YABBY1 (Protein ABNORMAL FLORAL ORGANS) (Protein FILAMENTOUS FLOWER) (Protein antherless) (FI-54) /express
AT4G00180 = NP_567154 Q9XFB1 AAD33717 AAK59771 AAO11578 YAB3; transcription factor/YAB3_ARATH Axial regulator YABBY3/YABBY3 /AT4g00180/F6N15_22 /At4g00180/F6N15_22

AAQ93323 Triticum aestivum YABBY protein
AAP79886 Zea mays yabby9 protein

AAP79887 Zea mays yabby10 protein
NP_922256 Oryza sativa (japonica cultivar-group) AAM94935 AAM95687 AAP54543 hypothetical protein/putative transcription factor /hypothetical protein /transcription factor, putative

AAP79884 Zea mays yabby14 protein
IXP7473321 Oryza sativa (japonica cultivar-group) CAD41530 OSJNBb0020011.2/0SJNBb0020011.2

XP_467005 Oryza sativa (japonica cultivar-group) BAD25781 putative YABBY transcription factor CDM51/putative YABBY transcription factor CDM51

I—AAP79885 Zea mays yabby15 protein
———AAS10177 Antirrhinum majus YABBY-like transcription factor GRAMINIFOLIA
AAO022990 Chrysanthemum x morifolium YABBY transcription factor CDM51

BAD72169 Cabomba caroliniana YABBY5 like protein
AAS10179 Antirrhinum majus YABBY2-like transcription factor YAB2

AT1G08465 = Q9XFBO AAD33716 YAB2_ARATH Axial regulator YABBY2/YABBY2
——ABA99903 Oryza sativa (japonica cultivar-group) YABBY protein

] L———XP_469012 Oryza sativa (japonica cultivar-group) AAC72848 Oryza sativa putative yabby protein/unknown
XP_476695 Oryza sativa (japonica cultivar-group) Q7XIM7 Oryza sativa AAC72847 BAC79639 Oryza sativa (japonica cultivar-group) putative MADS-box transcription factor CDM51/YAB1_ORYSA Protein YABBY (OsYAB1) (Filamentous flower protein 1)/unknown /p

—1 ______ BAD72 68 Amborella trichopoda YABBY? like protein

AAS10178 Antirrhinum majus YABBY-like transcription factor PROLONGATA
L—AT2G26580 = NP_850081 NP_850080 Q8GW46 BAC43665 AAO39962 transcription factor/transcription factor /YAB5_ARATH Axial regulator YABBY5/unknown protein /At2g26580

——BAC82107 Nymphaea colorata putative transcription factor
L-BAC82106 Nymphaea alba putative transcription factor

I AAS10181 Antirrhinum majus YABBY-like transcription factor INNER NO OUTER:-like protein
L AT1G23420 = NP_564194 Q9LDT3 AAF23754 AAF79582 AAF87002 INO (INNER NO OUTER); transcription factor/YAB4_ARATH Axial regulator YABBY4 (Protein INNER NO OUTER)/INNER NO OUTER /F28C11.6 /F26F24.29

BAD72170 Amborella trichopoda filamentous flower like protein
——BAD83708 Nuphar japonica filamentous flower like protein
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