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AT3G23130 = NP_188954 Q38895 1NJQ Arabidopsis 2124420A Arabidopsis thaliana AAC49116 BAA95724 BAD11142 Petunia x hybrida AT3G23130 = AAY78753 SUP (SUPERMAN); DNA binding/nucleic acid binding /transcription factor/zinc ion binding /SUP_ARA

AAZ79470 Gossypium hirsutum SUPERMAN-like zinc finger protein
AAX95417 Oryza sativa (japonica cultivar-group) ABA95526 Chain A, Nmr Structure Of The Single Qalggh Zinc Finger Domain From Arabidopsis Thaliana Superman Protein./Chain A, Nmr Structure Of The Single Qalggh Zinc Finger Domain From Superman Protein

XP_476354 Oryza sativa (japonica cultivar-group) AT2G42410 = NP_181770 XP_473719 Oryza sativa (japonica cultivar-group) AT4G17810 = NP_193516 CAB10561 AAD23724 CAB78784 CAE04871 Oryza sativa (japonica cultivar-group) AT4G17810 = AAR24195
AT5G06070 = NP_568161 Q9LHS9 BAA98196 AAM67167 BAC98433 RBE (RABBIT EARS); nucleic acid binding/transcription factor/zinc ion binding /RBE_ARATH Probable transcriptional regulator RABBIT EARS/unnamed protein product /unknown /one finger-type zinc fi
AT2G37740 = NP_181310 AAC23644 nucleic acid binding/transcription factor/zinc ion binding /putative C2H2-type zinc finger protein

ABD32946 Medicago truncatula Zinc finger, C2H2-type
XP_468445 Oryza sativa (japonica cultivar-group) BAD22883 BAD23115 hypothetical protein/hypothetical protein /hypothetical protein

Ppa_SUP_25 2 CXXC not conserved

Ppa_ SUP 3 1Ppa SUP_4 1
Ppa_SUP_8_1
Smo_SUP_1_1 Smo_SUP_7_1 Smo_SUP_11_1 Smo_SUP_2 1

| [

Ppa_SUP_21 1

17CAES53886 Triticum aestivum putative Zn-finger protein C2H2
75

AAY 17041 Sorghum bicolor AAY17042 Miscanthus sinensis RAMOSA1 C2H2 zinc-finger transcription factor/RAMOSA1 C2H2 zinc-finger transcription factor
XP_474606 Oryza sativa (japonica cultivar-group) CAE03847 OSJNBb0089K06.6/0SJNBb0089K06.6

L ABDG65616 Brassica oleracea zinc finger (C2H2 type) containing protein
AT3G23140 = NP_188955 BAA95725 nucleic acid binding/transcription factor/zinc ion binding /unnamed protein product

32 38—XP_470233 Oryza sativa (japonica cultivar-group) AAN87736 AAT93845 Hypothetical protein/Hypothetical protein /hypothetical protein

lo

AT5G43540 = NP_199167 NP_913088 Oryza sativa (japonica cultivar-group) AT5G43540 = BAB11617 BAC45176 Oryza sativa (japonica cultivar-group) nucleic acid binding/transcription factor/zinc ion binding /hypothetical protein /Junnamed protein prod
BAB58897 Petunia x hybrida BAD07404 lateral shoot inducing factor/C2H2-type zinc finger protein
AT3G53820 = NP_190950 CAB88344 AAY78770 nucleic acid binding/transcription factor/zinc ion binding /putative C2H2-type zinc finger protein /zinc finger (C2H2 type) family protein
AT3G09290 = NP_187540 AAF14043 nucleic acid binding/transcription factor/zinc ion binding /putative C2H2-type zinc finger protein
AT5G54360 = NP_200247 BAB10759 AAS79564 CAG25873 transcription factor/unnamed protein product /C2H2 type zinc finger family-related protein /hypothetical protein

47

98 r—Ppa_SUP_10_1

L——Ppa_SUP_9 1
43—ABA25901 Hordeum vulgare subsp. vulgare ABA25902 ABA25903 ZFP16-2/ZFP16-2 /ZFP16-2
ABA25898 Hordeum vulgare subsp. vulgare ABA25899 ABA25900 ZFP16-1/HvZFP16-1 /ZFP16-1
XP_475088 Oryza sativa (japonica cultivar-group) AAP74357 AAS75240 AAU44074 putative C2H2 type zinc finger transcription factor ZFP16/C2H2 type zinc finger transcription factor ZFP16 /putative C2H2 type zinc finger transcription factor ZFP16 /putativ
XP_470132 Oryza sativa (japonica cultivar-group) AAO65873 putative Cys2/His2 zinc-finger protein /putative Cys2/His2 zinc-finger protein
AT3G10470 = NP_187658 NP_196059 AAF76348 AAG51397 AAO41934 AAO50564 nucleic acid binding/transcription factor/zinc ion binding /nucleic acid binding /zinc ion binding /hypothetical protein /hypothetical protein; 86933-85737 /putative zinc finger tra
BAA19111 Petunia x hybrida PEThy;ZPT2-6
CAF74934 Catharanthus roseus zinc finger DNA-binding protein
BAA21920 Petunia x hybrida ZPT2-11
AAS79571 Ipomoea trifida putative zinc finger protein
AT2G37430 = NP_181279 CAA67230 BAA21921 Petunia x hybrida AT2G37430 = AAC98070 nucleic acid binding/transcription factor/zinc ion binding /zinc finger protein /ZPT2-12 /putative C2H2-type zinc finger protein
BAA21922 Petunia x hybrida ZPT2-13
ABD32282 Medicago truncatula P-type trefoil; Zinc finger, C2H2-type
AT2G28710 = NP_180439 AAD24362 nucleic acid binding/transcription factor/zinc ion binding /putative C2H2-type zinc finger protein
NP_915402 Oryza sativa (japonica cultivar-group) AAP31023 BAD81695 P0031D11.12/zinc finger transcription factor ZFP19 /zinc finger transcription factor ZFP19
XP_468470 Oryza sativa (japonica cultivar-group) BAD22927 BAD22859 putative finger protein EPF1/putative finger protein EPF1 /putative finger protein EPF1
AAP74358 Oryza sativa (japonica cultivar-group) AAX95340 ABA95486 C2H2 type zinc finger transcription factor ZFP17/Zinc finger, C2H2 type, putative /Zinc finger, C2H2 type, putative
AAZ03389 Glycine max C2H2 transcription factor
AT2G28200 = NP_180387 CAA67233 CAA67236 AAD29833 BAD43256 nucleic acid binding/transcription factor/zinc ion binding /zinc finger protein /zinc finger protein /putative zinc-finger protein /putative zinc-finger protein
BAA19110 Petunia x hybrida BAA21923 CAI77630 Juglans regia PEThy;ZPT2-5/ZPT2-14 /putative Cys2-His2 zinc finger transcription factor
3¢—CAA43111 Petunia x hybrida AAY40248 Silene latifolia DNA-binding protein/Cys2/His2 zinc-finger transcription factor
1 14 AAY40247 Silene latifolia Cys2/His2 zinc-finger transcription factor
36 XP_470136 Oryza sativa (japonica cultivar-group) AAO65858 AAP42460 AAP74356 putative Cys2/His2 zinc-finger protein /putative Cys2/His2 zinc-finger protein /zinc finger protein ZFP15 /C2H2 type zinc finger transcription factor ZFP37
XP_474564 Oryza sativa (japonica cultivar-group) CAE02950 CAE01875 OSJNBb0028M18.8/0SJNBb0050N09.1 /OSJNBb0028M18.8
L——CAAB60828 Pisum sativum putative zinc finger protein
21 l———AT3G46070 = NP_190193 CAB90934 nucleic acid binding/transcription factor/zinc ion binding /zinc finger-like protein
AT5G59820 = NP_200790 CAA67232 CAA67231 BAB08349 AAK93592 AAM65582 AAM91752 RHL41 (RESPONSIVE TO HIGH LIGHT 41); nucleic acid binding/transcription factor/zinc ion binding /zinc finger protein /zinc finger protein /zinc finger protein /putative zinc
AT3G46080 = NP_190194 CAB90935 nucleic acid binding/transcription factor/zinc ion binding /zinc finger-like protein
CAF74933 Catharanthus roseus zinc finger DNA-binding protein
BAA21926 Petunia x hybrida ZPT2-9
BAA21924 Petunia x hybrida BAA21925 ZPT2-7/ZPT2-8
AT5G03510 = NP_195971 CAB83312 BAD44357 nucleic acid binding/transcription factor/zinc ion binding /putative protein /unknown protein
Smo_SUP_13_1 Smo_SUP_16_2
Smo_SUP_14_1 Smo_SUP_15_1
Ppa SUP_17_1 Ppa_SUP_16_1 Ppa_SUP_22_1 Ppa_SUP_15_1
AAY40246 Silene latifolia Cys2/His2 zinc-finger transcription factor
BAA19113 Petunia x hybrida tapetum-specific zinc finger protein 1
AAY40249 Silene latifolia Cys2/His2 zinc-finger transcription factor
18 ABB47973 Oryza sativa (japonica cultivar-group) New cDNA-based Gene
AAU12056 Solanum tuberosum zinc-finger protein
AT3G60580 = NP_191617 CAB81844 BAC43008 AA0O63347 nucleic acid binding/transcription factor/zinc ion binding /zinc finger protein-like /putative zinc finger protein /At3g60580
AT5G61470 = NP_200955 BAB10446 nucleic acid binding/transcription factor/zinc ion binding /unnamed protein product
AT3G19580 = NP_188592 BAA85107 BAB02542 AAG10143 AAO41869 AZF2 (ARABIDOPSIS ZINC-FINGER PROTEIN 2); nucleic acid binding/transcription factor/zinc ion binding /Cys2/His2-type zinc finger protein 2 /Cys2/His2-type zinc finger protein 2 /zinc finger p
22 23—AT1G27730 = NP_174094 CAA67229 CAA67228 CAA64820 AAF24959 AAG10142 AAK59503 AAL34180 ZAT10; nucleic acid binding/transcription factor/zinc ion binding /zinc finger protein /zinc finger protein /salt-tolerance zinc finger protein /T22C5.18 /zinc fing
AT5G04340 = NP_196054 AAB80922 AAC06243 Nicotiana tabacum AAD26942 Datisca glomerata BAC43454 Arabidopsis thaliana CAF74935 Catharanthus roseus C2H2; nucleic acid binding/transcription factor/zinc ion binding /putative c2h2 zinc finger trans

1 AAB39638 Glycine max SCOF-1
BAA05076 Petunia x hybrida BAA05077 zinc-finger DNA binding protein/zinc-finger DNA binding protein
BAA05078 Petunia x hybrida zinc-finger DNA binding protein
11 CAB77055 Medicago sativa subsp. x varia putative TFIIIA (or kruppel)-like zinc finger protein

AAP81810 Medicago truncatula zinc finger protein
3 AT1G49900 = NP_175412 AAC09174 AAG51770 AAG60166 nucleic acid binding/transcription factor/zinc ion binding /zinc finger protein; ATZF1 /zinc finger protein ATZF1, putative; 45974-42444 /Cys2/His2-type zinc finger protein, putative

13 XP_463153 Oryza sativa (japonica cultivar-group) AAP42273 AAP74360 AAR00591 AAR87353 putative C2H2 type zinc finger protein/zinc finger transcription factor OsZFP34 /C2H2 type zinc finger transcription factor ZFP31 /putative zinc finger protein /puta

60 XP_478940 Oryza sativa (japonica cultivar-group) BAC83752 putative zinc finger transcription factor ZFP2/putative zinc finger transcription factor ZFP2

XP_478941 Oryza sativa (japonica cultivar-group) BAC57746 AAQ95583 putative zinc-finger protein 1/putative zinc-finger protein 1 /C2H2-type zinc finger transcription factor

XP_481416 Oryza sativa (japonica cultivar-group) AAQ56539 AAQ56562 BAD30715 putative zinc finger transcription factor ZF1/putative zinc finger transcription factor /putative zinc finger transcription factor /putative zinc finger transcription factor

AT5G67450 = NP_201546 XP_469882 Oryza sativa (japonica cultivar-group) Q42430 Triticum aestivum BAA03901 BAA03902 AAB53260 Brassica rapa AAB53261 AT5G67450 = BAA85108 BAB09030 AAKO01713 Oryza sativa (indica cultivar-group) AAL34135 Oryza s

AT3G49930 = NP_190562 CAB62101 nucleic acid binding/transcription factor/zinc ion binding /zinc-finger-like protein
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18

1N

I:BAA191 12 Petunia x hybrida PEThy;ZPT3-1
11 AT2G17180 = NP_179309 AAD25136 AAY78685 nucleic acid binding/transcription factor/zinc ion binding /putative C2H2-type zinc finger protein /zinc finger (C2H2 type) family protein

BAA20137 Petunia x hybrida ZPT4-3
I:BAM 9926 Petunia x hybrida PEThy; ZPT4-2

3 AT5G54340 = NP_200245 BAB10757 nucleic acid binding/transcription factor/zinc ion binding /unnamed protein product

— XP_472828 Oryza sativa (japonica cultivar-group) CAE03054 OSJNBa0089K21.8/0SJNBa0089K21.8

7 AT1G26590 = NP_173981 AAF98559 nucleic acid binding/transcription factor/zinc ion binding /Contains similarity to C2H2 zinc finger protein (PEThy;ZPT4-2) from Petunia hybrida gb|AB000456 and contains three Zinc finger (C2H2 type) PF|00096 motifs.
I ABA99073 Oryza sativa (japonica cultivar-group) ZPT, putative

AT3G29340 = NP_189580 BAB02579 nucleic acid binding/transcription factor/zinc ion binding /Junnamed protein product

ST
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Ppa_SUP_26_1
ABA99866 Oryza sativa (japonica cultivar-group) hypothetical protein LOC_Os12g42250
_|:BAD31587 Oryza sativa (japonica cultivar-group) hypothetical protein
- Ppa_SUP_11_1
= ———Ppa_SUP_24 1
42 Ppa_SUP_14_1 Ppa_SUP_12_1
73 90 AT1G13400 = NP_172797 AAR30035 nucleic acid binding/zinc ion binding /JJAGGED-like

AT1G68480 = NP_177015 NP_909108 Oryza sativa (japonica cultivar-group) BAB03385 AT1G68480 = AAR30036 JAG; nucleic acid binding/zinc ion binding /C2H2 zinc-finger transcription factor -like /C2H2 zinc-finger transcription factor -like /JJAGGED
Ppa_SUP_19_1 Ppa_SUP_18_1 Ppa_SUP_20_1 Ppa_SUP_13_1 Ppa_SUP713854421_1

Smo_SUP_9_1 Smo_SUP_17_1 Smo_SUP_10_1 Smo_SUP_12_1

AT5G27880 = NP_198140 nucleic acid binding/transcription factor/zinc ion binding
E AT5G01860 = NP_195806 CAB82756 nucleic acid binding/transcription factor/zinc ion binding /putative zinc finger protein

XP_466262 Oryza sativa (japonica cultivar-group) BAD16553 hypothetical protein/hypothetical protein
ﬂ|_—AT5G48890 = NP_199700 BAB09442 transcription factor/unnamed protein product

Smo_SUP_3_1Smo_SUP_4_1
AT5G06650 = NP_196283 NP_191366 NP_181725 AAA87304 AAB63548 CAB67635 BAB11414 AAK62652 AAL06981 AAO29959 AAP80177 nucleic acid binding/transcription factor/zinc ion binding /nucleic acid binding /transcription factor/zinc ion binding /ZFP8 (ZINC FIN

64_— _ _ _
77 XP_482820 Oryza sativa (japonica cultivar-group) XP_507004 XP_468054 AAL68854 Sorghum bicolor BAD10314 Oryza sativa (japonica cultivar-group) BAD10690 BAD17151 BAD17369 AAT08007 Zea mays BAD38321 Oryza sativa (japonica cultivar-group) putativ

BAD35851 Oryza sativa (japonica cultivar-group) zinc finger protein-like
T5G25160 = NP_197898 NP_196658 Q39262 S55883 AAA87299 AAC98442 CAB96852 AAP37667 ZFP3 (ZINC FINGER PROTEIN 3); nucleic acid binding/transcription factor/zinc ion binding /nucleic acid binding /transcription factor/zinc ion binding /ZFP3_ARATH Zinc

A

10

—|1_7_|:XP7483733 Oryza sativa (japonica cultivar-group) BAD10395 BAD09068 hypothetical protein/hypothetical protein /hypothetical protein
XP_464343 Oryza sativa (japonica cultivar-group) BAD25147 hypothetical protein/hypothetical protein

16

lo

——BAD33921 Oryza sativa (japonica cultivar-group) hypothetical protein
BAD34120 Oryza sativa (japonica cultivar-group) hypothetical protein
BAD33795 Oryza sativa (japonica cultivar-group) hypothetical protein
BAD33812 Oryza sativa (japonica cultivar-group) BAD33920 hypothetical protein/hypothetical protein
XP_481229 Oryza sativa (japonica cultivar-group) BAC99748 hypothetical protein/hypothetical protein
AT5G05120 = NP_196131 BAB11534 nucleic acid binding/transcription factor/zinc ion binding /unnamed protein product
AT5G14010 = NP_196905 Q9FFX4 BAB11129 AAT27472 ABD57528 nucleic acid binding/transcription factor/zinc ion binding /KNU_ARATH Zinc-finger protein KNUCKLES/unnamed protein product /KNUCKLES /At5g14010
AT1G80730 = NP_178188 NP_176788 NP_200560 Q42485 Q39261 Q39263 S55881 S55882 S55884 B96686 AAA87297 AAA87298 AAA87300 AAA98913 AAF14661 BAB08787 AAG51296 AAK32798 AAL06967 AAL24195 ABD57512 ZFP1; nucleic acid binding/transcription factor/zinc ion bi
AT1G24625 = NP_564223 Q39266 AAA87303 AAF97972 AAG03118 BAC43594 AA064049 nucleic acid binding/transcription factor/zinc ion binding /ZFP7_ARATH Zinc finger protein 7 /zinc finger protein/F21J9.29 /F5A9.25 /putative zinc finger protein ZFP7 /putativ

XP_472635 Oryza sativa (japonica cultivar-group) CAE02428 OSJNBa0058G03.3/0SJNBa0058G03.3

BAD45946 Oryza sativa (japonica cultivar-group) hypothetical protein
1—XP_463128 Oryza sativa (japonica cultivar-group) AAR87210 ABA99138 expressed protein/expressed protein /expressed protein
XP_478980 Oryza sativa (japonica cultivar-group) BAC65903 unknown protein/unknown protein

Smo_SUP_6_1

Smo_SUP720324518_1 Smo_SUP_5_1
53 I—AT1 G10480 = NP_172518 Q39264 S55885 AAA87301 AAD39569 AAM64374 ABD60723 ZFP5 (ZINC FINGER PROTEIN 5); nucleic acid binding/transcription factor/zinc ion binding /ZFP5_ARATH Zinc finger protein 5/S55885 CCHH finger protein 5 - Arabidopsis thaliana /z

19 L? I:NP 909146 Oryza sativa (japonica cultivar-group) AT1G67030 = NP_176873 S55886 Q39265 AAA87302 AAF98212 AAK91404 BAB64610 Oryza sativa (japonica cultivar-group) AT1G67030 = AAM10416 BAD73077 Oryza sativa (japonica cultivar-group) BAD73269 hy
— AT1G68360 = NP_177003 AAG52593 transcription factor/putative zinc finger protein; 21453-22187

——Ppa_SUP_6_1 Ppa_SUP_7_1
AT2G26940 = NP_180262 AAC32249 nucleic acid binding/transcription factor/zinc ion binding /putative C2H2-type zinc finger protein

1 {Smo_SUP_BJ Smo_SUP915151526_1
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| (@)

49

100

27
m NP_915099 Oryza sativa (japonica cultivar-group) BAD82375 B1099D03.22/hypothetical protein
BABO02578 Arabidopsis thaliana unnamed protein product

97

r——XP_518475 Pan troglodytes NP_277037 Homo sapiens NP_060885 NP_277036 Q96PN7 CAB88206 CAB88207 AAL01653 CAD92526 CAD92527 CAD92528 PREDICTED: similar to transcriptional regulating factor 1 isoform 1; transcriptional regulating protein 132; rapa-2; r

-KP78520E;4 Canis familiaris XP_870852 Bos taurus XP_881954 XP_881835 NP_766210 Mus musculus XP_864938 Canis familiaris XP_864918 XP_580968 Bos taurus XP_864953 Canis familiaris Q8BXJ2 Mus musculus BAC31222 BAC32884 AAN02288 AAH59215 AAI0841
XP_422062 Gallus gallus PREDICTED: similar to mKIAA0236 protein

CAJ83131 Xenopus tropicalis novel zinc finger protein

49

226153 Rattus norvegicus NP_663467 Mus musculus AAH21376 AAN39839 BAD21380 PREDICTED: similar to mFLJ00107 protein/zinc finger protein 521 isoform 1 /Zinc finger protein 521 /ecotropic viral integration site 3; 30 kruppel-like zinc-finger protei

XP
|:XP 547633 Canis familiaris XP_419167 Gallus gallus XP_582772 Bos taurus XP_512068 Pan troglodytes NP_056276 Homo sapiens BAB55056 BAB84872 CAD57322 AAH32869 AAH68658 Xenopus laevis PREDICTED: similar to zinc finger protein 521 isoform 1/PRE

P_695011 Danio rerio XP_695072 PREDICTED: similar to mKIAA0760 protein/PREDICTED: similar to mKIAAQ0760 protein

93 I:X
NP_201584 Mus musculus CAF93312 Tetraodon nigroviridis zinc finger protein 423 isoform 1/unnamed protein product

CAE73365 Caenorhabditis briggsae Hypothetical protein CBG20801

14 I

XP_686073 Danio rerio XP_696791 PREDICTED: similar to growth factor independent 1B/PREDICTED: similar to GFI1B

82

XP_881867 Bos taurus NP_001012489 Rattus norvegicus XP_881809 Bos taurus XP_589799 Q5EXX3 Rattus norvegicus AAT72920 PREDICTED: similar to Zinc finger and BTB domain containing protein 38 isoform 3/zenon /PREDICTED: similar to Zinc finger and B
XP_795050 Strongylocentrotus purpuratus PREDICTED: similar to zinc finger protein 91 (HPF7, HTF10)

34
5 —|—XP_792587 Strongylocentrotus purpuratus PREDICTED: similar to Zinc finger protein 35 (Zfp-35), partial

CAF87222 Tetraodon nigroviridis unnamed protein product

23|

NP_731602 Drosophila melanogaster AAM51939 AAN13517 AAV37043 CG6808-PA/AT23193p /CG6808-PA /AT11826p

——XP_319733 Anopheles gambiae str. PEST EAA14872 ENSANGP00000019379/ENSANGP00000019379

52
9 | I

0.100

L——NP_731922 Drosophila melanogaster NP_650375 AAF55074 AAF55075 EAL27916 Drosophila pseudoobscura ABC86292 Drosophila melanogaster CG7987-PB, isoform B/CG7987-PA, isoform A /CG7987-PB, isoform B /CG7987-PA, isoform A /GA20743-PA /LD24322p

XP_539901 Canis familiaris PREDICTED: similar to zinc finger protein 212
NP_009062 Homo sapiens P51815 AAB22971 AAB29696 CAA48147 CAD89900 CAI46130 AAI09101 zinc finger protein 75/ZNF75_HUMAN Zinc finger protein 75/zinc finger /KRAB zinc finger /ZNF75 /hypothetical protein /hypothetical protein /Zinc finger protein 75

NP_766337 Mus musculus BAC37321 BAC97922 BAA20756 Homo sapiens AAH68300 Mus musculus AAH79907 hypothetical protein 6820429M01/unnamed protein product /mKIAA0296 protein /KIAA0296 /Hypothetical protein 6820429M01 /Hypothetical protein 6820429M01
XP_685804 Danio rerio PREDICTED: similar to zinc finger protein 615

AAY17039 Zea mays AAY 17040 Tripsacum dactyloides AAY41194 Zea mays AAY41195 AAY41196 AAY41197 AAY41198 AAY41199 AAY41200 AAY41201 AAY41202 AAY41203 AAY41204 AAY41205 AAY41206 AAY41207 AAY41208 AAY41209 AAY41210 AAY41211 AAY41212 AAY41213 AAY41214



