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NP_915099 Oryza sativa (japonica cultivar-group) BAD82375 B1099D03.22/hypothetical protein
| I AT2G26940 = NP_180262 AAC32249 nucleic acid binding/transcription factor/zinc ion binding /putative C2H2-type zinc finger protein
BABO02579 Arabidopsis thaliana unnamed protein product
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—ABDG65616 Brassica oleracea zinc finger (C2H2 type) containing protein
XP_468445 Oryza sativa (japonica cultivar-group) BAD22883 BAD23115 hypothetical protein/hypothetical protein /hypothetical protein
AT5G54360 = NP_200247 BAB10759 AAS79564 CAG25873 transcription factor/unnamed protein product /C2H2 type zinc finger family-related protein /hypothetical protein
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AT5G05120 = NP_196131 BAB11534 nucleic acid binding/transcription factor/zinc ion binding /unnamed protein product
AT1G13400 = NP_172797 AAR30035 nucleic acid binding/zinc ion binding /JJAGGED-like
AT1G68480 = NP_177015 NP_909108 Oryza sativa (japonica cultivar-group) BAB03385 AT1G68480 = AAR30036 JAG; nucleic acid binding/zinc ion binding /C2H2 zinc-finger transcription factor -like /C2H2 zinc-finger transcription factor -like /JAGGED
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AT5G54340 = NP_200245 BAB10757 nucleic acid binding/transcription factor/zinc ion binding /Junnamed protein product
—AT5G27880 = NP_198140 nucleic acid binding/transcription factor/zinc ion binding
—AT5G01860 = NP_195806 CAB82756 nucleic acid binding/transcription factor/zinc ion binding /putative zinc finger protein
XP_464343 Oryza sativa (japonica cultivar-group) BAD25147 hypothetical protein/hypothetical protein
| XP_466262 Oryza sativa (japonica cultivar-group) BAD16553 hypothetical protein/hypothetical protein
XP_472635 Oryza sativa (japonica cultivar-group) CAE02428 OSJNBa0058G03.3/0SJNBa0058G03.3
XP_483733 Oryza sativa (japonica cultivar-group) BAD10395 BAD09068 hypothetical protein/hypothetical protein /hypothetical protein
BAD33812 Oryza sativa (japonica cultivar-group) BAD33920 hypothetical protein/hypothetical protein
BAD33795 Oryza sativa (japonica cultivar-group) hypothetical protein
BAD34120 Oryza sativa (japonica cultivar-group) hypothetical protein
BAD33921 Oryza sativa (japonica cultivar-group) hypothetical protein
~AT1G24625 = NP_564223 Q39266 AAA87303 AAF97972 AAG03118 BAC43594 AAO64049 nucleic acid binding/transcription factor/zinc ion binding /ZFP7_ARATH Zinc finger protein 7 /zinc finger protein/F21J9.29 /F5A9.25 /putative zinc finger protein ZFP7 /putativ
~AT5G25160 = NP_197898 NP_196658 Q39262 S55883 AAA87299 AAC98442 CAB96852 AAP37667 ZFP3 (ZINC FINGER PROTEIN 3); nucleic acid binding/transcription factor/zinc ion binding /nucleic acid binding /transcription factor/zinc ion binding /ZZFP3_ARATH Zinc
_I—BAD45946 Oryza sativa (japonica cultivar-group) hypothetical protein
AT5G57520 = NP_200560 S55882 Q39261 AAA87298 BAB08787 ABD57512 ZFP2 (ZINC FINGER PROTEIN 2); nucleic acid binding/transcription factor/zinc ion binding /S55882 CCHH finger protein 2 - Arabidopsis thaliana /ZFP2_ARATH Zinc finger protein 2/zinc finge
AT1G80730 = NP_178188 NP_176788 Q39263 S55881 S55884 Q42485 B96686 AAA87297 AAA87300 AAA98913 AAF14661 AAG51296 AAK32798 AAL06967 AAL24195 ZFP1; nucleic acid binding/transcription factor/zinc ion binding /ZFP4 (ZINC FINGER PROTEIN 4); nucleic acid b
1 XP_481229 Oryza sativa (japonica cultivar-group) BAC99748 hypothetical protein/hypothetical protein
AT5G14010 = NP_196905 Q9FFX4 BAB11129 AAT27472 ABD57528 nucleic acid binding/transcription factor/zinc ion binding /KNU_ARATH Zinc-finger protein KNUCKLES/unnamed protein product /KNUCKLES /At5g14010
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ABA99866 Oryza sativa (japonica cultivar-group) hypothetical protein LOC_Os12g42250
BAD31587 Oryza sativa (japonica cultivar-group) hypothetical protein
AT5G48890 = NP_199700 BAB09442 transcription factor/unnamed protein product
XP_463128 Oryza sativa (japonica cultivar-group) AAR87210 ABA99138 expressed protein/expressed protein /expressed protein
XP_478980 Oryza sativa (japonica cultivar-group) BAC65903 unknown protein/unknown protein
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XP_472828 Oryza sativa (japonica cultivar-group) CAE03054 OSJNBa0089K21.8/0SJNBa0089K21.8
XP_478940 Oryza sativa (japonica cultivar-group) BAC83752 putative zinc finger transcription factor ZFP2/putative zinc finger transcription factor ZFP2
IAAY40249 Silene latifolia Cys2/His2 zinc-finger transcription factor
| | AT3G60580 = NP_191617 CAB81844 BAC43008 AA063347 nucleic acid binding/transcription factor/zinc ion binding /zinc finger protein-like /putative zinc finger protein /At3g60580

BAA19113 Petunia x hybrida tapetum-specific zinc finger protein 1
AT5G61470 = NP_200955 BAB10446 nucleic acid binding/transcription factor/zinc ion binding /Junnamed protein product
BAA20137 Petunia x hybrida ZPT4-3
AT2G17180 = NP_179309 AAD25136 AAY78685 nucleic acid binding/transcription factor/zinc ion binding /putative C2H2-type zinc finger protein /zinc finger (C2H2 type) family protein
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AAP74358 Oryza sativa (japonica cultivar-group) AAX95340 ABA95486 C2H2 type zinc finger transcription factor ZFP17/Zinc finger, C2H2 type, putative /Zinc finger, C2H2 type, putative
AT2G28200 = NP_180387 CAA67233 CAA67236 AAD29833 BAD43256 nucleic acid binding/transcription factor/zinc ion binding /zinc finger protein /zinc finger protein /putative zinc-finger protein /putative zinc-finger protein

XP_470136 Oryza sativa (japonica cultivar-group) AAO65858 AAP42460 AAP74356 putative Cys2/His2 zinc-finger protein /putative Cys2/His2 zinc-finger protein /zinc finger protein ZFP15 /C2H2 type zinc finger transcription factor ZFP37

NP_915402 Oryza sativa (japonica cultivar-group) AAP31023 BAD81695 P0031D11.12/zinc finger transcription factor ZFP19 /zinc finger transcription factor ZFP19
XP_470132 Oryza sativa (japonica cultivar-group) AAO65873 putative Cys2/His2 zinc-finger protein /putative Cys2/His2 zinc-finger protein
CAF74934 Catharanthus roseus zinc finger DNA-binding protein
ABA25901 Hordeum vulgare subsp. vulgare ABA25902 ABA25903 ZFP16-2/ZFP16-2 /ZFP16-2
ABA25898 Hordeum vulgare subsp. vulgare ABA25899 ABA25900 ZFP16-1/HvZFP16-1 /ZFP16-1
XP_475088 Oryza sativa (japonica cultivar-group) AAP74357 AAS75240 AAU44074 putative C2H2 type zinc finger transcription factor ZFP16/C2H2 type zinc finger transcription factor ZFP16 /putative C2H2 type zinc finger transcription factor ZFP16 /putativ
CAI77630 Juglans regia putative Cys2-His2 zinc finger transcription factor
BAA19110 Petunia x hybrida BAA21923 PEThy;ZPT2-5/ZPT2-14
ABD32282 Medicago truncatula P-type trefoil; Zinc finger, C2H2-type
AAZ03389 Glycine max C2H2 transcription factor
AT2G37430 = NP_181279 CAA67230 AAC98070 nucleic acid binding/transcription factor/zinc ion binding /zinc finger protein /putative C2H2-type zinc finger protein
BAA21921 Petunia x hybrida ZPT2-12
BAA21922 Petunia x hybrida ZPT2-13
AT2G28710 = NP_180439 AAD24362 nucleic acid binding/transcription factor/zinc ion binding /putative C2H2-type zinc finger protein
- ——BAA21926 Petunia x hybrida ZPT2-9
_EA?ZO = NP_200790 CAA67232 CAA67231 BAB08349 AAK93592 AAM65582 AAM91752 RHL41 (RESPONSIVE TO HIGH LIGHT 41); nucleic acid binding/transcription factor/zinc ion binding /zinc finger protein /zinc finger protein /zinc finger protein /putative zinc

AT3G46080 = NP_190194 CAB90935 nucleic acid binding/transcription factor/zinc ion binding /zinc finger-like protein
AT3G46070 = NP_190193 CAB90934 nucleic acid binding/transcription factor/zinc ion binding /zinc finger-like protein

BAA21925 Petunia x hybrida ZPT2-8

BAA21924 Petunia x hybrida ZPT2-7

_|_—|:CAF74933 Catharanthus roseus zinc finger DNA-binding protein

XP_468470 Oryza sativa (japonica cultivar-group) BAD22927 BAD22859 putative finger protein EPF1/putative finger protein EPF1 /putative finger protein EPF1
XP_474564 Oryza sativa (japonica cultivar-group) CAE02950 CAE01875 OSJNBb0028M18.8/0SJNBb0050N09.1 /OSIJNBb0028M18.8
CAA43111 Petunia x hybrida DNA-binding protein
BAA19111 Petunia x hybrida PEThy;ZPT2-6
AT5G04390 = NP_196059 AAO41934 AAO50564 nucleic acid binding/zinc ion binding /putative zinc finger transcription factor /putative zinc finger transcription factor
AT3G10470 = NP_187658 AAF76348 AAG51397 nucleic acid binding/transcription factor/zinc ion binding /hypothetical protein /hypothetical protein; 86933-85737
BAA21920 Petunia x hybrida ZPT2-11
CAA60828 Pisum sativum putative zinc finger protein
AAS79571 Ipomoea trifida putative zinc finger protein
AT5G03510 = NP_195971 CAB83312 BAD44357 nucleic acid binding/transcription factor/zinc ion binding /putative protein /unknown protein
BAD35851 Oryza sativa (japonica cultivar-group) zinc finger protein-like
AT5G06650 = NP_196283 BAB11414 nucleic acid binding/transcription factor/zinc ion binding /zinc finger-like protein
AT3G58070 = NP_191366 CAB67635 AAO29959 AAP80177 nucleic acid binding/transcription factor/zinc ion binding /zinc finger-like protein /zinc finger-like protein /At3g58070
AT2G41940 = NP_181725 AAA87304 AAB63548 AAK62652 AAL06981 ZFP8 (ZINC FINGER PROTEIN 8); nucleic acid binding/transcription factor/zinc ion binding /zinc finger protein/putative C2H2-type zinc finger protein /At2g41940/T6D20.16 /At2g41940/T6D20.16
XP_468054 Oryza sativa (japonica cultivar-group) XP_507004 AAL68854 Sorghum bicolor BAD17151 Oryza sativa (japonica cultivar-group) BAD17369 AAT08007 Zea mays BAD38321 Oryza sativa (japonica cultivar-group) putative zinc finger protein/PREDIC
XP_482820 Oryza sativa (japonica cultivar-group) BAD10314 BAD10690 putative zinc finger protein/putative zinc finger protein /putative zinc finger protein
AT1G67030 = NP_176873 S55886 Q39265 AAA87302 AAF98212 AAK91404 AAM10416 ZFP6 (ZINC FINGER PROTEIN 6); nucleic acid binding/transcription factor/zinc ion binding /S55886 CCHH finger protein 6 - Arabidopsis thaliana /ZFP6_ARATH Zinc finger protein 6/z
NP_909146 Oryza sativa (japonica cultivar-group) BAB64610 hypothetical protein/hypothetical protein
BAD73077 Oryza sativa (japonica cultivar-group) BAD73269 SGT1-like protein/SGT1-like protein
AT1G68360 = NP_177003 AAG52593 transcription factor/putative zinc finger protein; 21453-22187
AT1G10480 = NP_172518 Q39264 S55885 AAA87301 AAD39569 AAM64374 ABD60723 ZFP5 (ZINC FINGER PROTEIN 5); nucleic acid binding/transcription factor/zinc ion binding /ZFP5_ARATH Zinc finger protein 5/S55885 CCHH finger protein 5 - Arabidopsis thaliana /z
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NP_913088 Oryza sativa (japonica cultivar-group) BAC45176 hypothetical protein/hypothetical protein
XP_470233 Oryza sativa (japonica cultivar-group) AAN87736 Hypothetical protein/Hypothetical protein
AAT93845 Oryza sativa (japonica cultivar-group) hypothetical protein
AT5G43540 = NP_199167 BAB11617 nucleic acid binding/transcription factor/zinc ion binding /Junnamed protein product
AT3G23140 = NP_188955 BAA95725 nucleic acid binding/transcription factor/zinc ion binding /unnamed protein product
BAB58897 Petunia x hybrida BAD07404 lateral shoot inducing factor/C2H2-type zinc finger protein
AT3G53820 = NP_190950 CAB88344 AAY78770 nucleic acid binding/transcription factor/zinc ion binding /putative C2H2-type zinc finger protein /zinc finger (C2H2 type) family protein
AT3G09290 = NP_187540 AAF14043 nucleic acid binding/transcription factor/zinc ion binding /putative C2H2-type zinc finger protein
—~ABD65171 Brassica oleracea zinc finger (C2H2 type) containing protein
AT4G17810 = NP_193516 CAB10561 CAB78784 AAR24195 AAR92337 nucleic acid binding/transcription factor/zinc ion binding /SUPERMAN like protein /SUPERMAN like protein /At4g17810 /At4g17810
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_|£I'2G42410 = NP_181770 AAD23724 nucleic acid binding/transcription factor/zinc ion binding /putative SUPERMAN-like C2H2 zinc finger transcription factor
XP_473719 Oryza sativa (japonica cultivar-group) CAE04871 OSJNBa0086006.19/0SJNBa0086006.19
XP_476354 Oryza sativa (japonica cultivar-group) BAD31832 C2H2-type zinc finger protein-like protein/C2H2-type zinc finger protein-like protein
JAAZ79470 Gossypium hirsutum SUPERMAN-like zinc finger protein
AT5G06070 = NP_568161 Q9LHS9 BAA98196 AAM67167 BAC98433 RBE (RABBIT EARS); nucleic acid binding/transcription factor/zinc ion binding /RBE_ARATH Probable transcriptional regulator RABBIT EARS/unnamed protein product /Junknown /one finger-type zinc fi
_|:AT2637740 = NP_181310 AAC23644 nucleic acid binding/transcription factor/zinc ion binding /putative C2H2-type zinc finger protein
ABD32946 Medicago truncatula Zinc finger, C2H2-type
I—AAY1 7039 Zea mays AAY 17040 Tripsacum dactyloides AAY41194 Zea mays AAY41195 AAY41196 AAY41197 AAY41198 AAY41199 AAY41200 AAY41201 AAY41202 AAY41203 AAY41204 AAY41205 AAY41206 AAY41207 AAY41208 AAY41209 AAY41210 AAY41211 AAY41212 AAY41213 AAY41214

AAY 17041 Sorghum bicolor AAY17042 Miscanthus sinensis RAMOSA1 C2H2 zinc-finger transcription facto/RAMOSA1 C2H2 zinc-finger transcription factor
XP_474606 Oryza sativa (japonica cultivar-group) CAE03847 OSJNBb0089K06.6/0SJNBb0089K06.6
{AAX95417 Oryza sativa (japonica cultivar-group) ABA95526 Chain A, Nmr Structure Of The Single Qalggh Zinc Finger Domain From Arabidopsis Thaliana Superman Protein./Chain A, Nmr Structure Of The Single Qalggh Zinc Finger Domain From Superman Protein
AT3G23130 = NP_188954 Q38895 1NJQ Arabidopsis 2124420A Arabidopsis thaliana AAC49116 BAA95724 BAD11142 Petunia x hybrida AT3G23130 = AAY78753 SUP (SUPERMAN); DNA binding/nucleic acid binding /transcription factor/zinc ion binding /SUP_ARA
-XP_518475 Pan troglodytes NP_277037 Homo sapiens NP_060885 NP_277036 Q96PN7 CAB88206 CAB88207 AAL01653 CAD92526 CAD92527 CAD92528 PREDICTED: similar to transcriptional regulating factor 1 isoform 1; transcriptional regulating protein 132; rapa-2; r
XP_852084 Canis familiaris XP_870852 Bos taurus XP_881954 XP_881835 NP_766210 Mus musculus XP_864938 Canis familiaris XP_864918 XP_580968 Bos taurus XP_864953 Canis familiaris Q8BXJ2 Mus musculus BAC31222 BAC32884 AAN02288 AAH59215 AAI0841
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