SPL8 (AT1G02065): partial tree
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84 AT1G02065 = NP_683267 Q8GXL3 CAB56593 CAB56594 BAC42797 SPL8 (SQUAMOSA PROMOTER BINDING PROTEIN-LIKE 8); DNA binding/SPL8_ARATH Squamosa promoter-binding-like protein 8/squamosa promoter binding protein-like 8 /squamosa promoter binding protein-like
1z—|:CABSGSGB Antirrhinum majus squamosa promoter binding protein-homologue 3
100 r—CAJ41454 Hordeum vulgare liguleless-like protein
19 L_XP_474176 Oryza sativa (japonica cultivar-group) 004003 Zea mays AAB51071 AAL49746 CAE03411 Oryza sativa (japonica cultivar-group) OSJNBa0071113.12/LG1_MAIZE LIGULELESSH protein /liguleless1 protein /LIGULELESS1 /OSJNBa0071113.12
75 BAD27984 Oryza sativa (japonica cultivar-group) putative SBP-domain protein
%CABS%ZS Zea mays SBP-domain protein 2
97 CAB56627 Zea mays SBP-domain protein 1
69 94 CAB56629 Zea mays SBP-domain protein 3
_@DSSSM Oryza sativa (japonica cultivar-group) putative SBP-domain protein
CAB56630 Zea mays SBP-domain protein 4
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XP_470314 Oryza sativa (japonica cultivar-group) AAR88600 putative SBP-domain protein/putative SBP-domain protein
99 CAB56580 Arabidopsis thaliana squamosa promoter binding protein-like 1
46 81 I I:AT2G47070 = NP_850468 Q9SMX9 AAC34221 CAA09698 CAB56581 SPL1 (SQUAMOSA PROMOTER BINDING PROTEIN-LIKE 1); DNA binding/transcription factor /SPL1_ARATH Squamosa promoter-binding-like protein 1/putative squamosa-promoter binding protein /squamosa-promo
L AT3G60030 = NP_191562 Q9S7P5 CAB56768 CAB56769 CAB75918 AAO41870 transcription factor/SPL12_ARATH Squamosa-promoter binding-like protein 12/squamosa promoter binding protein-like 12 /squamosa promoter binding protein-like 12 /squamosa promoter bindi
p( 94 Ppa_SPL8_47_1
10 — L ppa SPL8 19 1
19 65 XP_483324 Oryza sativa (japonica cultivar-group) BAD10073 putative SPL1-Related2 protein/putative SPL1-Related2 protein
72 _|LL—Q700C2 Arabidopsis thaliana AAG51947 SPL16_ARATH Squamosa promoter-binding-like protein 16 (SPL1-related protein 3)/unknown protein; 70902-74753
AT1G20980 = NP_173522 Q8RY95 AAD30593 SPL14 (SQUAMOSA PROMOTER BINDING PROTEIN-LIKE 14); DNA binding/transcription factor /SPL14_ARATH Squamosa promoter-binding-like protein 14 (SPL1-related protein 2) /Unknown protein
Smo_SPL8_346_1 Smo_SPL8_56_1
XP_473429 Oryza sativa (japonica cultivar-group) CAD41588 CAE01683 OSJNBb0034G17.20/0SJNBb0034G17.20 /OSJNBa0010H02.3
36 CAB56631 Zea mays SBP-domain protein 5
7 I XP_483285 Oryza sativa (japonica cultivar-group) BAD10733 BAD10674 putative SBP-domain protein/putative SBP-domain protein /putative SBP-domain protein
7 Smo_SPL8 15_1 Smo_SPL8 27 1
43 NP_850365 Arabidopsis thaliana NP_181749 Q700W2 AAB88645 CAB56590 CAB56591 CAB56592 AAK76681 AAN12923 CAG25585 transcription factor/transcription factor /SPL9_ARATH Squamosa promoter-binding-like protein 9/putative squamosa-promoter binding protein /
P ) AT3G57920 = NP_191351 Q9M2Q6 CAB67620 AAM64451 DNA binding/transcription factor /SPL15_ARATH Squamosa promoter-binding-like protein 15/squamosa promoter-binding protein homolog /squamosa promoter-binding protein homolog
94 CAB56570 Antirrhinum majus squamosa promoter binding protein-homologue 5
CAB56569 Antirrhinum majus squamosa promoter binding protein-homologue 4
29 NP_908512 Oryza sativa (japonica cultivar-group) BAA96636 unnamed protein product/putative squamosa promoter binding protein-like 1
75 [ AT5G50670 = NP_568740 NP_568731 NP_851161 Q8LFW6 BAA96980 BAB09142 AAM61173 BAC42139 DNA binding/DNA binding /transcription factor /DNA binding /transcription factor /SPL13_ARATH Squamosa promoter-binding-like protein 13/unnamed protein product /unn
| 100 —XP_483486 Oryza sativa (japonica cultivar-group) BAD11641 SBP-domain protein-like/SBP-domain protein-like
2 5 | L—————AAX83872 Zea mays AAX83873 AAX83874 AAX83875 teosinte glume architecture 1/teosinte glume architecture 1 /teosinte glume architecture 1 /teosinte glume architecture 1
BAD54038 Oryza sativa (japonica cultivar-group) squamosa promoter binding protein 2-like
79 95 I BAD45872 Oryza sativa (japonica cultivar-group) putative squamosa promoter binding protein-homolog 4
L—————XP_464313 Oryza sativa (japonica cultivar-group) XP_464314 BAD26190 BAD26191 squamosa promoter binding protein-like/squamosa promoter binding protein-like /squamosa promoter binding protein-like /squamosa promoter binding protein-like
1 XP_464086 Oryza sativa (japonica cultivar-group) BAD10252 BAD10545 putative squamosa promoter binding protein 2/putative squamosa promoter binding protein 2 /putative squamosa promoter binding protein 2
| 97 AT1G27360 = NP_564280 NP_973920 Q9FZK0 CAB56586 CAB56587 AAF99733 AAL49843 AAM14225 AAM65728 DNA binding/transcription factor /DNA binding /SPL11_ARATH Squamosa promoter-binding-like protein 11/squamosa promoter binding protein-like 11 /squamosa pro
AT1G27370 = NP_174057 NP_001031096 NP_973921 Q8S9L0 CAB56588 CAB56589 AAF99748 AAL75905 AAM98292 DNA binding/transcription factor /DNA binding /DNA binding /SPL10_ARATH Squamosa promoter-binding-like protein 10/squamosa promoter binding protein-like
AT5G43270 = NP_199141 NP_974875 NP_851122 Q9S840 CAB56576 CAB56577 CAB56578 BAB10590 SPL2 (SQUAMOSA PROMOTER BINDING PROTEIN-LIKE 2); DNA binding/transcription factor /SPL2 (SQUAMOSA PROMOTER BINDING PROTEIN-LIKE 2); DNA binding /SPL2 (SQUAMOSA PROM
NP_974109 Arabidopsis thaliana NP_177077 Q94JW8 CAB56595 CAB56596 AAF27058 AAG52487 AAK43931 AAP21244 DNA binding/DNA binding /transcription factor /SPL6_ARATH Squamosa promoter-binding-like protein 6/squamosa promoter binding protein-like 6 /squamos
8 Smo_SPL8_39_1 Smo_SPL8_54_1
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AAY 16440 Betula platyphylla squamosa promoter binding-like protein
100 —AT2G33810 = NP_565771 P93015 CAA70578 CAB56579 CAB56585 CAB94233 AAC69133 BAC42802 AA063863 SPL3 (SQUAMOSA PROMOTER BINDING PROTEIN-LIKE 3); transcription factor/SPL3_ARATH Squamosa promoter-binding-like protein 3/squamosa-promoter binding protein |
L-AAMG67271 Arabidopsis thaliana putative squamosa-promoter binding protein
AT1G53160 = NP_175723 NP_974014 Q9S7A9 1UL4 CAB56582 CAB56583 CAB56584 AAF69527 AAM61465 AA022673 AA042385 SPL4 (SQUAMOSA PROMOTER BINDING PROTEIN-LIKE 4); DNA binding/transcription factor /SPL4 (SQUAMOSA PROMOTER BINDING PROTEIN-LIKE 4); DNA bindin
Q38741 Antirrhinum majus CAA63113 SBP1_ANTMA Squamosa-promoter binding protein 1/squamosa-promoter binding protein 1
CAD90156 Betula pendula CAD90157 squamosa promoter binding like-protein/squamosa promoter binding like-protein
XP_478297 Oryza sativa (japonica cultivar-group) BAC84006 putative squamosa-promoter binding protein/putative squamosa-promoter binding protein
AAV51939 Gossypium hirsutum SBP transcription factor
Q38740 Antirrhinum majus CAA63061 SBP2_ANTMA Squamosa-promoter binding protein 2/squamosa-promoter binding protein 2
1213_Cre
AT3G15270 = NP_188145 Q9S758 CAB56571 CAB56572 CAB56772 BAB02156 BAC43210 AAO39942 SPL5 (SQUAMOSA PROMOTER BINDING PROTEIN-LIKE 5); DNA binding/transcription factor /SPL5_ARATH Squamosa promoter-binding-like protein 5/squamosa promoter binding prote
Smo_SPL8_37_1
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