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AT5G23150 = NP_197706 AAD31171 HUA2 (ENHANCER OF AG-4 2)/putative transcription factor

AT5G08230 = NP_196440 CAB93724 unknown protein/putative protein
XP_479640 Oryza sativa (japonica cultivar-group) BAD03546 putative PWWP domain protein/putative PWWP domain protein

AT3G63070 = NP_191866 CAB87752 unknown protein/putative protein
AT2G48160 = NP_850485 BAC42062 unknown protein/unknown protein

XP_479387 Oryza sativa (japonica cultivar-group) BAC20792 transcription factor (PWWP domain protein) -like protein/transcription factor (PWWP domain protein) -like protein
Smo_HUA2_72_2 Smo_HUA2_4_1
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HUA2 (AT5G23150): global tree
File name: HUS2.mltree1.svg
144 aa residues 12 OTU included.
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