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AT3G12680 = NP_187874 AAG51026 AAK01470 HUA1 (ENHANCER OF AG-4 1)/zinc finger protein, putative, 5' partial; 146-2518 /floral homeotic protein HUA1
BAD61280 Oryza sativa (japonica cultivar-group) BAD61281 zinc finger protein 3-like/zinc finger protein 3-like88

1640_Cre
AT3G06410 = NP_187292 Q9SQU4 AAF08587 nucleic acid binding/ZFNL2_ARATH Zinc finger CCCH type domain containing protein ZFN-like 2/hypothetical protein

AT5G18550 = NP_197356 Q6NPN3 AAR24664 nucleic acid binding/ZFNL3_ARATH Zinc finger CCCH type domain containing protein ZFN-like 3/At5g18550100
NP_912823 Oryza sativa (japonica cultivar-group) Q5NAW2 Oryza sativa AAT28673 Oryza sativa (japonica cultivar-group) AAT35591 BAD81401 BAD81402 putative zinc finger protein/ZFNL1_ORYSA Zinc finger CCCH type domain containing protein ZFN-like 1/zi

NP_912810 Oryza sativa (japonica cultivar-group) Q5NAV3 Oryza sativa BAD81393 Oryza sativa (japonica cultivar-group) putative zinc finger protein/ZFNL3_ORYSA Zinc finger CCCH type domain containing protein ZFN-like 3/putative floral homeotic prot57
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AT2G47850 = NP_182306 Q84W91 AAC63639 nucleic acid binding/ZFNL1_ARATH Zinc finger CCCH type domain containing protein ZFN-like 1/unknown protein
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AT1G04990 = NP_973759 NP_563725 Q94AD9 AAF40461 AAK82515 AAM47373 nucleic acid binding/nucleic acid binding /ZFNL4_ARATH Zinc finger CCCH type domain containing protein ZFN-like 4/Contains similarity to zinc finger protein from Arabidopsis thaliana
AT2G32930 = NP_565758 O48772 AAB91975 AAD33770 ZFN2 (ZINC FINGER PROTEIN 2); nucleic acid binding/ZFN2_ARATH Zinc finger CCCH type domain containing protein ZFN2/expressed protein /zinc finger protein 2100

ABA93650 Oryza sativa (japonica cultivar-group) Zinc finger C-x8-C-x5-C-x3-H type, putative
ABA97542 Oryza sativa (japonica cultivar-group) zinc finger protein95

AT5G16540 = NP_974790 NP_851041 Q8L7N8 AAM61197 ZFN3 (ZINC FINGER PROTEIN 3); nucleic acid binding/ZFN3 (ZINC FINGER PROTEIN 3); nucleic acid binding /ZFN3_ARATH Zinc finger CCCH type domain containing protein ZFN3/zinc finger protein 3
AT3G02830 = NP_566183 Q8GXX7 AAD33769 AAF26977 BAC42614 ZFN1 (ZINC FINGER PROTEIN 1); nucleic acid binding/ZFN1_ARATH Zinc finger CCCH type domain containing protein ZFN1/zinc finger protein 1 /zinc finger protein 1 (zfn1) /putative zinc finger prot81
ABD28369 Medicago truncatula Zinc finger, CCCH-type; Sugar transporter superfamily
Q9SWF9 Pisum sativum AAD45720 ZFNL_PEA Zinc finger CCCH type domain containing protein ZFN-like/zinc finger protein91

NP_914841 Oryza sativa (japonica cultivar-group) Q5JLB5 Oryza sativa BAD87735 Oryza sativa (japonica cultivar-group) BAD87736 putative zinc finger protein/ZFNL2_ORYSA Zinc finger CCCH type domain containing protein ZFN-like 2/putative zinc finger44
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ABA97109 Oryza sativa (japonica cultivar-group) ABA97110 ABA97111 hypothetical protein LOC_Os12g18120/hypothetical protein LOC_Os12g18120 /hypothetical protein LOC_Os12g18120
AT1G48195 = NP_973988 nucleic acid binding

AT3G48440 = NP_190414 Q9STM4 CAB41154 nucleic acid binding/ZFNL6_ARATH Putative zinc finger CCCH type domain containing protein ZFN-like 6/putative protein
AT5G63260 = NP_201131 Q5RJC5 BAB10568 AAV66094 AAW30022 nucleic acid binding/ZFNL5_ARATH Zinc finger CCCH type domain containing protein ZFN-like 5/unnamed protein product /At5g63260 /At5g6326072
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