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XP_868218 Canis familiaris XP_532244 XP_419818 Gallus gallus NP_005181 Homo sapiens XP_854102 Canis familiaris XP_868222 P55168 Gallus gallus P39947 Rattus norvegicus P24863 Homo sapiens 2208321A BAA03114 Rattus rattus AAC50825 Homo sap
NP_001029530 Bos taurus AAI02108 cyclin C/Cyclin C
IN P_956245 Danio rerio AAQ97753 AAHB0903 AAR20478 cyclin C/cyclin C /Zgc:73078 protein /cyclin C
XP_644320 Dictyostelium discoideum AX4 AAO51105 Dictyostelium discoideum EAL69962 hypothetical protein DDB0167518/similar to Mus musculus (Mouse). 16 days neonate thymus cDNA, RIKEN full-length enriched library, clone:A130067E11 product:cyclin C, f
2414 _Cre
——Smo_CYCH1_3_1
P93411 Oryza sativa BAA13181 Oryza sativa (japonica cultivar-group) CCNC_ORYSA G1/S-specific cyclin C-type /C-type cyclin
_|_|—_AT5G48630 = NP_199674 BAB10696 AAM63187 ABD19654 cyclin-dependent protein kinase/cyclin C-like protein /cyclin C-like protein /At5g48630
AT5G48640 = NP_199675 BAB10697 cyclin-dependent protein kinase/cyclin C-like protein
——BAE60453 Asperqgillus oryzae unnamed protein product
AAK30047 Gibberella moniliformis C-type cyclin-like Fic1p
_|_—|1>®384531 Gibberella zeae PH-1 EAA71033 hypothetical protein FG04355.1/hypothetical protein FG04355.1
XP_368173 Magnaporthe grisea 70-15 hypothetical protein MG01071.4
EAQ86223 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_07476
|_|:XP7326560 Neurospora crassa XP_961679 Neurospora crassa N150 CAD21324 Neurospora crassa EAA32443 hypothetical protein/hypothetical protein /related to cyclin CCL1 /hypothetical protein
|—XP7360162 Magnaporthe grisea 70-15 hypothetical protein MG05536.4
XP_659815 Aspergillus nidulans FGSC A4 EAA63868 hypothetical protein AN2211.2/hypothetical protein AN2211.2
4|.I_7XP7753931 Aspergillus fumigatus Af293 EAL91893 cyclin Ccl1/cyclin Ccli1, putative
BAE62013 Aspergillus oryzae unnamed protein product
XP_761298 Ustilago maydis 521 EAK83025 hypothetical protein UM05151.1/hypothetical protein UM05151.1
—1 XP_572786 Cryptococcus neoformans var. neoformans JEC21 EAL19032 Cryptococcus neoformans var. neoformans B-3501A AAW45479 Cryptococcus neoformans var. neoformans JEC21 cyclin-dependent protein kinase regulator/hypothetical protein CNBH1340 /cycli
NP_595776 Schizosaccharomyces pombe 972h- P36613 Schizosaccharomyces pombe AAB26193 CAC08541 hypothetical protein SPBP16F5.02/CGM2_SCHPO Cyclin mcs2 (Mitotic catastrophe suppressor 2)/cyclin homolog /mcs2
XP_499830 Yarrowia lipolytica CLIB122 CAG83756 hypothetical protein/unnamed protein product
|| XP_712873 Candida albicans SC5314 XP_712967 EAK93704 EAK93802 hypothetical protein Ca019.12017/cyclin /hypothetical protein Ca019.12017 /hypothetical protein Ca019.4542
I:XP74571 12 Debaryomyces hansenii CBS767 CAG85103 hypothetical protein DEHAOB03366g/unnamed protein product
—XP_454249 Kluyveromyces lactis NRRL Y-1140 CAG99336 unnamed protein product/unnamed protein product
NP_986394 Eremothecium gossypii AAS54218 Ashbya gossypii ATCC 10895 AGL273Cp/AGL273Cp
—|_|:NP7015350 Saccharomyces cerevisiae P37366 CAA50721 CAA89279 CAA95021 Cyclin associated with protein kinase Kin28p, which is the TFIIH-associated carboxy-terminal domain (CTD) kinase involved in transcription initiation at RNA polymerase Il promoters;
XP_448449 Candida glabrata CBS 138 CAG61410 unnamed protein product/unnamed protein product
XP_646851 Dictyostelium discoideum AX4 EAL72923 Dictyostelium discoideum hypothetical protein DDB0189937/hypothetical protein DDB0189937
AAX26179 Schistosoma japonicum SJICHGCO07401 protein
L Q9GP34 Echinococcus multilocularis CAC18548 CCNH_ECHMU Probable cyclin-H/putative cyclin H
XP_787341 Strongylocentrotus purpuratus PREDICTED: similar to Cyclin H (MO15-associated protein) (p37) (p34)
EAL31018 Drosophila pseudoobscura GA20328-PA
] _E[NP_524207 Drosophila melanogaster AAB82275 AAC26868 AAF51784 ABB36421 Cyclin H CG7405-PA/cyclin H /cyclin H homolog /CG7405-PA /SD26182p
XP_317030 Anopheles gambiae str. PEST EAA12839 ENSANGP00000019240/ENSANGP00000019240
| L XP_393939 Apis mellifera PREDICTED: similar to ENSANGP00000019240
NP_001013471 Danio rerio AAH91559 ABB97083 hypothetical protein LOC541325/Zgc:114132 /cyclin H
P51947 Xenopus laevis AAA62236 AAI06343 CCNH_XENLA Cyclin-H (MO15-associated protein) (p36)/cyclin H/Ccnh-A protein
NP_001016256 Xenopus tropicalis CAJ83884 cyclin H/cyclin H
XP_424908 Gallus gallus PREDICTED: similar to Cyclin H
NP_075732 Mus musculus Q61458 AAF90198 AAH38861 BAC37112 BAE23508 cyclin HHCCNH_MOUSE Cyclin-H /cyclin H /Ccnh protein /Junnamed protein product /unnamed protein product
NP_443213 Rattus norvegicus Q9R1A0 AAD46521 CAC37406 AAH59109 cyclin H/CCNH_RAT Cyclin-H/cyclin H /cyclin H /Cyclin H
AAI03225 Bos taurus Unknown (protein for MGC:128571)
NP_001230 Homo sapiens 1JKW P51946 1KXU 2019428A AAA57006 AAA21361 AAH05280 AAH16705 AAH16823 AAH22351 AAL74271 CAG28586 CAH91632 Pongo pygmaeus AAX29854 synthetic construct AAX36252 AAX36718 AAX41094 AAX42419 AAX42669 BAE00828 Macaca fasciculari
BAE87810 Macaca fascicularis unnamed protein product
XP_536300 Canis familiaris PREDICTED: similar to Cyclin H (MO15-associated protein) (p37) (p34)
AAV68602 Ostreococcus tauri cyclin H
{CAE70953 Caenorhabditis briggsae Hypothetical protein CBG17764
L_NP_494564 Caenorhabditis elegans AAF60728 CYclin H family member (cyh-1)/Cyclin h protein 1

|‘[BAD96967 Homo sapiens cyclin C variant

— -Smo_CYCH1_1_1 Smo_CYCH1_2_1
Ppa_CYCH1_1_1
Ppa_CYCH1_2_1

_I—AAU93531 Zea mays cyclin H-1
XP_469644 Oryza sativa (japonica cultivar-group) BAB11694 Oryza sativa AAP03415 Oryza sativa (japonica cultivar-group) AAR07076 cyclin H-1/cyclin H-1 /cyclin H-1 /cyclin H-1
_:AAD02871 Populus tremula x Populus tremuloides CAK associated cyclinH homolog

AT5G27620 = NP_198114 BAB72144 BAC43301 CYCH;1; cyclin-dependent protein kinase/cyclin H /putative cyclin H AtCycH1
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