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XP_882856 Bos taurus PREDICTED: similar to dynamin 1 isoform 2 isoform 9
XP_871514 Bos taurus XP_882628 NP_004399 Homo sapiens XP_883105 Bos taurus XP_883433 XP_883238 XP_882810 XP_883312 XP_883469 XP_883348 XP_585624 XP_883391 NP_001005336 Homo sapiens XP_882897 Bos taurus B40671 Homo sapiens Q05193 AAA02803 AAH15
AAH50279 Homo sapiens Dynamin 1, isoform 216

XP_520289 Pan troglodytes PREDICTED: dynamin 1
58

XP_882770 Bos taurus PREDICTED: similar to dynamin 1 isoform 2 isoform 7
76

NP_034195 Mus musculus P39053 AAA37324 BAB27759 AAH34679 AAH58623 BAE25726 dynamin/DYN1_MOUSE Dynamin-1/dynamin/unnamed protein product /Dnm1 protein /Dnm1 protein /unnamed protein product
36

XP_883022 Bos taurus XP_882936 XP_883193 XP_882976 XP_883147 XP_883274 A40671 Homo sapiens PREDICTED: similar to Dynamin-1 (D100) (Dynamin, brain) (B-dynamin) isoform 13/PREDICTED: similar to Dynamin-1 (D100) (Dynamin, brain) (B-dynamin) isoform 11
AAA37318 Mus musculus dynamin
NP_542420 Rattus norvegicus 1614348A P21575 CAA38397 BAD90284 Mus musculus dynamin 1/1614348A dynamin 1 D100 protein/DYN1_RAT Dynamin-1 (D100) (Dynamin, brain) (B-dynamin) /D100 /mKIAA4093 protein86

35

100

NP_001011076 Xenopus tropicalis AAH84461 dynamin 2/Dynamin 2
XP_885802 Bos taurus PREDICTED: similar to dynamin 2 isoform 14

XP_867940 Canis familiaris PREDICTED: similar to dynamin 2 isoform 9
XP_867981 Canis familiaris XP_867962 PREDICTED: similar to dynamin 2 isoform 2 isoform 17/PREDICTED: similar to dynamin 2 isoform 2 isoform 1363

93
100

NP_001025299 Danio rerio AAH97134 hypothetical protein LOC559334/Hypothetical protein LOC559334
NP_998407 Danio rerio AAH65325 dynamin 2/Dynamin 278

84

34

CAB66647 Homo sapiens hypothetical protein
XP_861828 Canis familiaris XP_850603 XP_547462 XP_861913 PREDICTED: similar to dynamin 3 isoform 3/PREDICTED: similar to testicular dynamin isoform 2 /PREDICTED: similar to dynamin 3 isoform 1 /PREDICTED: similar to dynamin 3 isoform 4
NP_056384 Homo sapiens Q9UQ16 BAA74843 AAH64546 CAH74079 CAH74080 CAH71950 CAH71951 CAH71952 CAH71039 CAH71040 CAH71041 CAH69969 CAH69970 CAI22006 CAI22007 CAI22008 CAI19210 CAI19211 CAI19212 CAI19054 CAI19055 dynamin 3/DYN3_HUMAN Dynamin-3 (Dynamin,36

56

BAC38575 Mus musculus unnamed protein product
BAE28068 Mus musculus unnamed protein product
NP_001033708 Mus musculus BAC29343 BAC33895 dynamin 3/unnamed protein product /unnamed protein product50

45

NP_612547 Rattus norvegicus Q08877 BAA03161 AAF07848 testicular dynamin/DYN3_RAT Dynamin-3 (Dynamin, testicular) (T-dynamin) /testicular dynamin /dynamin IIIbb isoform
60

100

47

XP_686251 Danio rerio CAI20803 PREDICTED: similar to Dynamin 2/novel protein similar to vertebrate dynamin family

99

NP_996466 Drosophila melanogaster NP_996465 NP_727910 NP_727911 NP_524853 NP_996467 NP_996468 P27619 AAF48536 AAN09372 AAN09373 AAQ22518 AAS65366 AAS65367 AAS65368 AAS65369 shibire CG18102-PF, isoform F/shibire CG18102-PG, isoform G /shibire CG18102-
AAM19784 Arabidopsis thaliana AAN46817 AT5g42080/MJC20_19 /At5g42080/MJC20_19

AT5G42080 = NP_851120 NP_568602 P42697 AAA84446 BAB08441 ADL1 (ARABIDOPSIS DYNAMIN-LIKE PROTEIN); GTP binding/ADL1 (ARABIDOPSIS DYNAMIN-LIKE PROTEIN); GTP binding /DRP1A_ARATH Dynamin-related protein 1A (Dynamin-like protein A) (Dynamin-like protein100
XP_475890 Oryza sativa (japonica cultivar-group) AAT58706 putative dynamin/putative dynamin

NP_916941 Oryza sativa (japonica cultivar-group) putative dynamin-like protein90
CAB56619 Nicotiana tabacum phragmoplastin36

AAB05992 Glycine max SDL
AAC49183 Glycine max SDL5A100

38

46

AT3G61760 = NP_191735 Q84XF3 AAO16682 GTP binding/GTPase /DRP1B_ARATH Dynamin-related protein 1B (Dynamin-like protein B)/dynamin-like protein B

100

AT2G44590 = NP_850420 Q8S3C9 AAC27461 CAC19658 ADL1D; GTP binding/GTPase /DRP1D_ARATH Dynamin-related protein 1D (Dynamin-like protein D) (Dynamin-like protein DLP3)/putative phragmoplastin /dynamin-like protein DLP3a
BAD46624 Oryza sativa (japonica cultivar-group) BAD54681 putative phragmoplastin 12/putative phragmoplastin 12

AT1G14830 = NP_172936 Q8LF21 AAF79238 CAC19656 AAK64059 AAM61645 AAN12911 ADL1C (DYNAMIN-LIKE PROTEIN 5); GTP binding/GTPase /DRP1C_ARATH Dynamin-related protein 1C (Dynamin-like protein C) (Dynamin-like protein 5) (Dynamin-like protein DLP1)/F10B6.
XP_469531 Oryza sativa (japonica cultivar-group) AAL58207 putative GTP-binding protein/putative GTP-binding protein85
AT3G60190 = NP_567094 Q9FNX5 CAB75934 CAC19657 AAL16262 AAL88715 ADL4 (DYNAMIN-LIKE PROTEIN 4); GTP binding/GTPase /DRP1E_ARATH Dynamin-related protein 1E (Dynamin-like protein E) (Dynamin-like protein 4) (Dynamin-like protein DLP2)/dynamin-like pro

NP_922790 Oryza sativa (japonica cultivar-group) AAL79688 AAP55077 ABB48004 putative phragmoplastin/putative phragmoplastin /phragmoplastin, putative /phragmoplastin, putative29
26

36

Smo_DRP1A_9_2 →Smo_DRP1A_1_1
Smo_DRP1A_7_2
Smo_DRP1A_8_266

70

Ppa_DRP1A_12_1
Ppa_DRP1A_9_1
Ppa_DRP1A_10_263

92

Ppa_DRP1A_17_1
Ppa_DRP1A_8_1100

100

42

33

87

100

1020_Cre

100

0.100

comments

result of bl2seq(blastN) of Ppa_DRP1A_12_1 and Ppa_DRP1A_16_1
Score = 1652 bits (859),  Expect = 0.0
Identities = 908/917 (99%), Gaps = 3/917 (0%)

result of bl2seq(blastN) of Smo_DRP1A_1_1 and Smo DRP1A 9 2
Score = 3857 bits (2006),  Expect = 0.0
Identities = 2095/2132 (98%), Gaps = 9/2132 (0%)

Score =  189 bits (98),  Expect = 5e-44
Identities = 133/146 (91%), Gaps = 2/146 (1%)

↑

 
Ppa DRP1A 16 1 (identical to Ppa_DRP1A_12_1)
NP 850419.1¦[Arabidopsis thaliana] CAC19659.1¦ (identical to AT2G44590)
NP 850418.1¦[Arabidopsis thaliana] AAL92169.1¦ (identical to AT2G44590)
AAF22292.1¦ [Arabidopsis thaliana] (identical to AT3G60190)
AAF22293.1¦ [Arabidopsis thaliana] (identical to AT1G14830)
AAB63528.1¦ [Arabidopsis thaliana] (identical to AT5G42080)
AAM65743.1¦ [Arabidopsis thaliana] (identical to AT5G42080)
CAB71106.1¦ [Arabidopsis thaliana] (identical to AT3G61760)
AAL92170.1¦ [Arabidopsis thaliana] (identical to AT1G14830)

were removed from this tree.


