
58 aa residues 112 OTU included.
Partial tree including XP_469152 Oryza sativa (japonica cultivar-group).
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XP_647668 Dictyostelium discoideum AX4 AAN85440 Dictyostelium discoideum EAL73184 inositol 5-phosphatase/inositol 5-phosphatase 4 /inositol 5-phosphatase
XP_558090 Anopheles gambiae str. PEST EAL40350 ENSANGP00000026404/ENSANGP00000026404

NP_569962 Drosophila melanogaster CAA15931 AAF45696 AAV36976 CG3573-PA/EG:86E4.5 /CG3573-PA /LD39196p
EAL31577 Drosophila pseudoobscura GA17531-PA100

XP_797066 Strongylocentrotus purpuratus PREDICTED: similar to phosphatidylinositol polyphosphate 5-phosphatase, partial
XP_396184 Apis mellifera PREDICTED: similar to Type II inositol-1,4,5-trisphosphate 5-phosphatase precursor (Phosphoinositide 5-phosphatase) (5PTase) (75 kDa inositol polyphosphate-5-phosphatase), partial41

CAG08363 Tetraodon nigroviridis unnamed protein product
XP_689971 Danio rerio PREDICTED: similar to phosphatidylinositol polyphosphate 5-phosphatase77

XP_420138 Gallus gallus PREDICTED: similar to phosphatidylinositol polyphosphate 5-phosphotase isoform b
XP_852376 Canis familiaris XP_549244 PREDICTED: similar to phosphatidylinositol polyphosphate 5-phosphatase isoform a isoform 2/PREDICTED: similar to phosphatidylinositol polyphosphate 5-phosphatase isoform b isoform 1
XP_615958 Bos taurus PREDICTED: similar to phosphatidylinositol polyphosphate 5-phosphatase isoform a, partial

NP_796189 Mus musculus BAC31865 BAC33188 AAH68146 BAE20614 phosphatidylinositol polyphosphate 5-phosphatase/unnamed protein product /unnamed protein product /Phosphatidylinositol polyphosphate 5-phosphatase /unnamed protein product
XP_229106 Rattus norvegicus PREDICTED: similar to RIKEN cDNA 9530014D17 gene54
XP_521255 Pan troglodytes NP_000267 Homo sapiens NP_001578 1814461A Q01968 G59431 AAA59964 AAB03839 CAH91595 Pongo pygmaeus CAI42615 Homo sapiens CAI42616 CAI41087 CAI41088 AAH94726 CAI95695 CAI95696 PREDICTED: similar to phosphatidylinositol p38
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XP_417756 Gallus gallus PREDICTED: similar to Type II inositol-1,4,5-trisphosphate 5-phosphatase precursor (Phosphoinositide 5-phosphatase) (5PTase)
XP_618491 Bos taurus PREDICTED: similar to Type II inositol-1,4,5-trisphosphate 5-phosphatase precursor (Phosphoinositide 5-phosphatase) (5PTase) (75 kDa inositol polyphosphate-5-phosphatase), partial

XP_342910 Rattus norvegicus AAH98852 PREDICTED: similar to Type II inositol-1,4,5-trisphosphate 5-phosphatase precursor (Phosphoinositide 5-phosphatase) (5PTase) (75 kDa inositol polyphosphate-5-phosphatase)/Inpp5b protein
NP_005531 Homo sapiens P32019 A41075 AAA79207 AAH42529 AAH58932 AAH62317 CAH69926 CAH69928 CAH69929 CAH70076 CAH70079 CAH70080 inositol polyphosphate-5-phosphatase, 75kDa/I5P2_HUMAN Type II inositol-1,4,5-trisphosphate 5-phosphatase precursor (Phosph

NP_032411 Mus musculus AAB95412 AAG23293 AAH28864 BAC25089 BAB23505 inositol polyphosphate-5-phosphatase B/inositol polyphosphate 5-phosphatase II /inositol polyphosphate 5-phosphatase II isoform /Inositol polyphosphate-5-phosphatase B /unnamed prote53
66
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NP_595311 Schizosaccharomyces pombe 972h- CAB54821 Schizosaccharomyces pombe inositol polyphosphate phosphatase/SPBC577.13
XP_457525 Debaryomyces hansenii CBS767 CAG85534 hypothetical protein DEHA0B13431g/unnamed protein product

XP_714547 Candida albicans SC5314 XP_714643 EAK95492 EAK95593 putative inositol polyphosphate-5-phosphatase Inp51p/putative inositol polyphosphate-5-phosphatase Inp51p /potential inositol polyphosphate-5-phosphatase Inp51p /potential inositol polypho91
NP_984095 Eremothecium gossypii AAS51919 Ashbya gossypii ATCC 10895 ADL002Cp/ADL002Cp

NP_012264 Saccharomyces cerevisiae P40559 CAA86201 Phosphatidylinositol 4,5-bisphosphate 5-phosphatase, synaptojanin-like protein with an N-terminal Sac1 domain, plays a role in phosphatidylinositol 4,5-bisphosphate homeostasis and in endocytosis; nu
XP_447798 Candida glabrata CBS 138 CAG60747 unnamed protein product/unnamed protein product66

XP_453680 Kluyveromyces lactis NRRL Y-1140 CAH00776 unnamed protein product/unnamed protein product82
95

36

25

NP_596431 Schizosaccharomyces pombe 972h- 1I9Y Schizosaccharomyces pombe 1I9Z O43001 CAA17882 hypothetical protein SPBC2G2.02/A Chain A, Crystal Structure Of Inositol Polyphosphate 5-Phosphatase Domain (Ipp5c) Of Spsynaptojanin/A Chain A, Crystal S
EAL21930 Cryptococcus neoformans var. neoformans B-3501A hypothetical protein CNBC0700

XP_758742 Ustilago maydis 521 EAK83765 hypothetical protein UM02595.1/hypothetical protein UM02595.165
XP_502484 Yarrowia lipolytica CLIB122 CAG80672 hypothetical protein/unnamed protein product

XP_362104 Magnaporthe grisea 70-15 hypothetical protein MG04549.4
XP_381419 Gibberella zeae PH-1 EAA68104 hypothetical protein FG01243.1/hypothetical protein FG01243.186

XP_749140 Aspergillus fumigatus Af293 EAL87102 hypothetical protein Afu7g03680/SacI domain protein
BAE60247 Aspergillus oryzae unnamed protein product

XP_681557 Aspergillus nidulans FGSC A4 EAA59026 hypothetical protein AN8288.2/hypothetical protein AN8288.272
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XP_720344 Candida albicans SC5314 XP_888699 EAL01499 BAE44596 Candida albicans hypothetical protein CaO19.7052/hypothetical protein CaJ7.0081 /hypothetical protein CaO19.7052 /hypothetical protein
XP_446565 Candida glabrata CBS 138 CAG59492 unnamed protein product/unnamed protein product

XP_456129 Kluyveromyces lactis NRRL Y-1140 CAG98837 unnamed protein product/unnamed protein product
NP_985322 Eremothecium gossypii AAS53146 Ashbya gossypii ATCC 10895 AFL228Wp/AFL228Wp

NP_014752 Saccharomyces cerevisiae CAA64029 CAA99307 Phosphatidylinositol 4,5-bisphosphate 5-phosphatase, synaptojanin-like protein with an N-terminal Sac1 domain, plays a role in a TGN (trans Golgi network)-to-early endosome pathway; hyperosmotic st
NP_014293 Saccharomyces cerevisiae P50942 CAA90520 CAA95982 Phosphatidylinositol 4,5-bisphosphate 5-phosphatase, synaptojanin-like protein with an N-terminal Sac1 domain, plays a role in endocytosis; hyperosmotic stress causes translocation to actin

XP_445172 Candida glabrata CBS 138 CAG58072 unnamed protein product/unnamed protein product75
78
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AT1G65580 = NP_176736 Q84W55 CAB41466 AAV87313 AAV87317 inositol or phosphatidylinositol phosphatase/IP5PC_ARATH Type II inositol-1,4,5-trisphosphate 5-phosphatase 12 (At5PTase12) (FRAGILE FIBER3 protein)/inositol 1,4,5-trisphosphate 5-phosphatase /
AAO42229 Arabidopsis thaliana unknown protein100

AT1G05630 = NP_001030976 AAD30615 AAV87315 AAV87319 inositol or phosphatidylinositol phosphatase/Putative inositol 1,4,5-trisphosphate 5-phosphatase /inositol polyphosphate 5-phosphatase /inositol polyphosphate 5-phosphatase
AT2G43900 = NP_181918 AAC23399 AAV87314 AAV87318 inositol or phosphatidylinositol phosphatase/inositol-polyphosphate 5-phosphatase /putative inositol polyphosphate 5'-phosphatase /inositol polyphosphate 5-phosphatase /inositol polyphosphate 5-phosph91

100

XP_638694 Dictyostelium discoideum AX4 AAN85438 Dictyostelium discoideum EAL65282 inositol 5-phosphatase/inositol 5-phosphatase 2 /inositol 5-phosphatase
19

NP_001023265 Caenorhabditis elegans NP_001023266 AAG18574 AAG18575 CAB05234 CAC44311 CAC70096 CAC70127 UNCoordinated family member (unc-26)/UNCoordinated family member (unc-26) /synaptojanin UNC-26A /synaptojanin UNC-26B /Hypothetical protein JC8.10a
CAE58631 Caenorhabditis briggsae Hypothetical protein CBG01799100

XP_320360 Anopheles gambiae str. PEST EAA00566 ENSANGP00000013951/ENSANGP00000013951
XP_395173 Apis mellifera PREDICTED: similar to ENSANGP0000001395164
NP_569729 Drosophila melanogaster NP_726155 AAF46796 AAG22194 AAM52040 AAV37020 synaptojanin CG6562-PB, isoform B/synaptojanin CG6562-PA, isoform A /CG6562-PA, isoform A /CG6562-PB, isoform B /SD04710p /GH06496p

EAL26281 Drosophila pseudoobscura GA19686-PA86
93

XP_785053 Strongylocentrotus purpuratus PREDICTED: similar to Synaptojanin 1 (Synaptic inositol-1,4,5-trisphosphate 5-phosphatase 1), partial
AAG02341 Lampetra fluviatilis synaptojanin 1

NP_001007031 Danio rerio AAU95736 synaptojanin 1/synaptojanin 1
NP_982271 Homo sapiens NP_003886 O43426 AAC51921 AAC51922 BAA74933 synaptojanin 1 isoform b/synaptojanin 1 isoform a /SYNJ1_HUMAN Synaptojanin-1 (Synaptic inositol-1,4,5-trisphosphate 5-phosphatase 1)/synaptojanin /synaptojanin /KIAA0910 protein
XP_416706 Gallus gallus PREDICTED: similar to synaptojanin

NP_776893 Bos taurus O18964 BAA21652 synaptojanin 1/SYNJ1_BOVIN Synaptojanin-1 (Synaptic inositol-1,4,5-trisphosphate 5-phosphatase 1) (p150)/synaptojanin66
XP_856403 Canis familiaris XP_856447 XP_573256 Rattus norvegicus XP_535580 Canis familiaris XP_856530 XP_856570 XP_909581 Mus musculus XP_358889 Q8CHC4 S68448 Rattus norvegicus 2204390A Q62910 CAA07267 BAC41456 Mus musculus AAB60525 Rattus48
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XP_541169 Canis familiaris PREDICTED: similar to synaptojanin 2
NP_003889 Homo sapiens O15056 AAD02178 BAA20805 AAG46036 AAN73051 CAI12983 synaptojanin 2/SYNJ2_HUMAN Synaptojanin-2 (Synaptic inositol-1,4,5-trisphosphate 5-phosphatase 2)/synaptojanin 2B /KIAA0348 protein /synaptojanin 2 /synaptojanin 2A /synaptoja

XP_419695 Gallus gallus PREDICTED: similar to Synaptojanin 2 (Synaptic inositol-1,4,5-trisphosphate 5-phosphatase 2)
NP_114460 Rattus norvegicus O55207 AAB92481 AAC33137 Mus musculus AAK61722 Rattus norvegicus AAK61723 synaptojanin 2/SYNJ2_RAT Synaptojanin-2 (Synaptic inositol-1,4,5-trisphosphate 5-phosphatase 2)/synaptojanin II /synaptojanin 2 /synaptojanin 2B74

64
74

NP_035653 Mus musculus Q9D2G5 AAC40141 AAC40142 AAC40143 AAC40146 BAB31837 BAC97932 AAH58749 AAH60214 BAE36412 synaptojanin 2/SYNJ2_MOUSE Synaptojanin-2 (Synaptic inositol-1,4,5-trisphosphate 5-phosphatase 2)/synaptojanin 2 isoform beta /synaptojanin

98

48

32

62

79

7

2

XP_629599 Dictyostelium discoideum AX4 AAN85439 Dictyostelium discoideum EAL61175 inositol 5-phosphatase/inositol 5-phosphatase 3 /inositol 5-phosphatase
AT1G05470 = NP_172038 Q9LR47 AAF79735 hydrolase/inositol or phosphatidylinositol phosphatase /IP5P3_ARATH Type I inositol-1,4,5-trisphosphate 5-phosphatase CVP2 (Cotyledon vascular pattern 2 protein)/T25N20.12
AT2G32010 = NP_180761 AAD15403 CAC81920 hydrolase/inositol or phosphatidylinositol phosphatase /putative inositol polyphosphate 5'-phosphatase /inositol 1,4,5-trisphosphate 5-phosphatase97

XP_469151 Oryza sativa (japonica cultivar-group) XP_469152 AAS07328 AAS07329 putative phosphatase (with alternative splicing)/putative phosphatase (with alternative splicing) /putative phosphatase (with alternative splicing) /putative phosphatase (wi
NP_921533 Oryza sativa (japonica cultivar-group) ABB47634 putative inositol-1,4,5-trisphosphate 5-Phosphatase-like protein/Endonuclease/Exonuclease/phosphatase family, putative34

AT3G63240 = NP_191883 CAB86425 BAC42595 AAO64848 hydrolase/inositol or phosphatidylinositol phosphatase /inositol-1, 4, 5-trisphosphate 5-Phosphatase-like protein /putative inositol-1,4,5-trisphosphate 5-Phosphatase /At3g63240
XP_469961 Oryza sativa (japonica cultivar-group) AAO37964 putative inositol polyphosphate 5-phosphatase/putative inositol polyphosphate 5-phosphatase

XP_476814 Oryza sativa (japonica cultivar-group) BAC83427 putative inositol-1,4,5-trisphosphate 5-phosphatase/putative inositol-1,4,5-trisphosphate 5-phosphatase100
51

43
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XP_475084 Oryza sativa (japonica cultivar-group) AAS75251 AAU44070 'putative inositol-1,4,5-trisphosphate 5-phosphatase'/'hypothetical protein similar to inositol-1,4,5-trisphosphate' /'putative inositol-1,4,5-trisphosphate 5-phosphatase'
AT2G37440 = NP_181280 NP_973622 AAC98062 hydrolase/inositol or phosphatidylinositol phosphatase /hydrolase/inositol or phosphatidylinositol phosphatase /unknown protein48

XP_467830 Oryza sativa (japonica cultivar-group) BAD15654 putative inositol polyphosphate 5-phosphatase I/putative inositol polyphosphate 5-phosphatase I
AT5G04980 = NP_196117 hydrolase/inositol or phosphatidylinositol phosphatase
AT5G65090 = NP_201314 BAB11645 AAU05469 AAU93569 hydrolase/inositol or phosphatidylinositol phosphatase /inositol-1, 4, 5-trisphosphate 5-phosphatase-like protein /At5g65090 /At5g65090

BAD38173 Oryza sativa (japonica cultivar-group) putative inositol 1,4,5-trisphosphate 5-phosphatase45
NP_915962 Oryza sativa (japonica cultivar-group) BAB90404 putative inositol-1, 4, 5-trisphosphate 5-phosphatase/putative inositol-1, 4, 5-trisphosphate 5-phosphatase
AAT77285 Oryza sativa (japonica cultivar-group) 'putative inositol-1, 4, 5-trisphosphate 5-phosphatase'75
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Smo_CVP2_12_1
BAD54683 Oryza sativa (japonica cultivar-group) putative inositol polyphosphate 5-phosphatase II

AT4G18010 = NP_849402 NP_567547 Q9FUR2 CAA17144 AAD10829 CAB59428 CAB78803 AAG17825 IP5PII (INOSITOL POLYPHOSPHATE 5-PHOSPHATASE II); inositol or phosphatidylinositol phosphatase/inositol-polyphosphate 5-phosphatase /IP5PII (INOSITOL POLYPHOSPHATE 529
Smo_CVP2_10_1 Smo_CVP2_5_112

6

NP_916652 Oryza sativa (japonica cultivar-group) P0683B11.14
XP_475767 Oryza sativa (japonica cultivar-group) AAS75232 AAT39210 'putative inositol-1,4,5-trisphosphate phosphatase'/putative inositol-1,4,5-trisphosphate 5-phosphatase /'putative inositol-1,4,5-trisphosphate phosphatase'96

XP_550422 Oryza sativa (japonica cultivar-group) BAD67788 putative inositol polyphosphate 5-phosphatase/putative inositol polyphosphate 5-phosphatase25

AAK82558 Arabidopsis thaliana At1g71710/F14O23_9
AT1G71710 = NP_565023 AAF43224 AAG51823 AAN46835 inositol or phosphatidylinositol phosphatase/inositol-polyphosphate 5-phosphatase /Contains similarity to the inositol-1,4,5-trisphosphate 5-Phosphatase from Arabidopsis thaliana gi|6117853/putative i100

8

AT1G34120 = NP_973960 NP_564437 NP_849745 Q84MA2 AAD10828 AAG12525 AAG17824 AAP21256 IP5PI (INOSITOL POLYPHOSPHATE 5-PHOSPHATASE I); inositol or phosphatidylinositol phosphatase/inositol-polyphosphate 5-phosphatase /IP5PI (INOSITOL POLYPHOSPHATE 5-P
Smo_CVP2_16_228
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NP_913849 Oryza sativa (japonica cultivar-group) BAC55746 inositol polyphosphate-5-phosphatase-like/inositol polyphosphate-5-phosphatase-like
XP_450902 Oryza sativa (japonica cultivar-group) BAD26446 BAD26496 inositol 1,4,5-trisphosphate 5-phosphatase-like protein/inositol 1,4,5-trisphosphate 5-phosphatase-like protein /inositol 1,4,5-trisphosphate 5-phosphatase-like protein74
AT2G01900 = NP_178299 AAD21781 hydrolase/inositol or phosphatidylinositol phosphatase /putative inositol polyphosphate-5-phosphatase84

80

XP_571082 Cryptococcus neoformans var. neoformans JEC21 EAL20507 Cryptococcus neoformans var. neoformans B-3501A AAW43775 Cryptococcus neoformans var. neoformans JEC21 hypothetical protein/hypothetical protein CNBE4270 /conserved hypothetical pro
XP_760127 Ustilago maydis 521 EAK84922 hypothetical protein UM03980.1/hypothetical protein UM03980.1

BAE61348 Aspergillus oryzae unnamed protein product
XP_681322 Aspergillus nidulans FGSC A4 EAA59675 hypothetical protein AN8053.2/hypothetical protein AN8053.2
XP_748128 Aspergillus fumigatus Af293 EAL86090 inositol polyphosphate phosphatase/inositol polyphosphate phosphatase, putative77

99

NP_593565 Schizosaccharomyces pombe 972h- CAB11494 Schizosaccharomyces pombe hypothetical protein SPAC9G1.10c/SPAC9G1.10c
39

EAQ85991 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_07244
XP_386067 Gibberella zeae PH-1 EAA73698 hypothetical protein FG05891.1/hypothetical protein FG05891.1

XP_323093 Neurospora crassa XP_961181 Neurospora crassa N150 CAD11414 Neurospora crassa EAA31945 hypothetical protein ( (AL513466) conserved hypothetical protein/hypothetical protein /conserved hypothetical protein /hypothetical protein ( (AL513453
87
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CVP2(At1g05470): partial tree
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