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35 YP_008048 Candidatus Protochlamydia amoebophila UWE25 CAF23773 hypothetical protein pc1049/conserved hypothetical protein
4' 100 —ZP_00143469 Fusobacterium nucleatum subsp. vincentii ATCC 49256 EAA24938 Transporter/Transporter
L——NP_604379 Fusobacterium nucleatum subsp. nucleatum ATCC 25586 AAL95678 Transporter/Transporter
12 43 ZP_01189252 Halothermothrix orenii H 168 EAR79174 Protein of unknown function DUF502/Protein of unknown function DUF502
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YP_429470 Moorella thermoacetica ATCC 39073 ABC18927 Protein of unknown function DUF502/Protein of unknown function DUF502
NP_781324 Clostridium tetani E88 AAO35261 putative transporter/putative transporter
- 100 —ZP_01138865 Dehalococcoides sp. BAV1 YP_307995 Dehalococcoides sp. CBDB1 CAI83079 EAR33841 Dehalococcoides sp. BAV1 Protein of unknown function DUF502/hypothetical protein cbdb_A953 /conserved hypothetical protein /Protein of unknown functi
15 ﬁ' L—YP_181712 Dehalococcoides ethenogenes 195 AAW39785 hypothetical protein DET0989/conserved hypothetical protein
YP_308224 Dehalococcoides sp. CBDB1 CAI83308 hypothetical protein cbdb_A1240/conserved hypothetical protein

5 96 ——ZP_01139725 Geobacter uraniumreducens Rf4 EAR38221 conserved hypothetical protein/conserved hypothetical protein

L————YP 385642 Geobacter metallireducens GS-15 ABB32917 protein of unknown function DUF502/protein of unknown function DUF502
YP_359290 Carboxydothermus hydrogenoformans Z-2901 ABB15573 hypothetical protein CHY_0429/conserved hypothetical protein
YP_461284 Syntrophus aciditrophicus SB ABC77116 hypothetical membrane protein/hypothetical membrane protein

38 YP_126897 Legionella pneumophila str. Lens YP_095506 Legionella pneumophila subsp. pneumophila str. Philadelphia 1 YP_123757 Legionella pneumophila str. Paris AAU27559 Legionella pneumophila subsp. pneumophila str. Philadelphia 1 CAH12584 Legio
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NP_820542 Coxiella burnetii RSA 493 AAO91056 hypothetical protein CBU_1559/conserved hypothetical protein
YP_391159 Thiomicrospira crunogena XCL-2 ABB41485 Protein of unknown function DUF502/Protein of unknown function DUF502
NP_284722 Neisseria meningitidis Z2491 NP_273512 Neisseria meningitidis MC58 YP_208541 Neisseria gonorrhoeae FA 1090 AAF40902 Neisseria meningitidis MC58 CAB85239 Neisseria meningitidis Z2491 AAW90129 Neisseria gonorrhoeae FA 1090 integral
97 ZP_01018822 Polaromonas naphthalenivorans CJ2 EAQ22413 probable transmembrane protein/probable transmembrane protein
20 | I:ZP_00503182 Polaromonas sp. JS666 EAM40725 Protein of unknown function DUF502/Protein of unknown function DUF502
o5 24 NP_903411 Chromobacterium violaceum ATCC 12472 AAQ61403 hypothetical protein CV3741/conserved hypothetical protein
YP_159486 Azoarcus sp. EbN1 CAI08585 conserved hypothetical protein, putatives membrane protein/conserved hypothetical protein,putatives membrane protein
13 57-ZP_00461294 Burkholderia cenocepacia HI2424 ZP_00455999 Burkholderia cenocepacia AU 1054 ZP_00980540 Burkholderia cenocepacia PC184 EAM11256 Burkholderia cenocepacia AU 1054 EAM19664 Burkholderia cenocepacia HI2424 Protein of unknown function
411ZP_00425089 Burkholderia vietnamiensis G4 YP_370291 Burkholderia sp. 383 EAM28313 Burkholderia vietnamiensis G4 ABB09647 Burkholderia sp. 383 Protein of unknown function DUF502/protein of unknown function DUF502 /Protein of unknown function
11 95 ZP_00987536 Burkholderia dolosa AUO158 ZP_00684844 Burkholderia ambifaria AMMD EAO48760 COG2928: Uncharacterized conserved protein/Protein of unknown function DUF502 /Protein of unknown function DUF502
9 72 ZP_00441254 Burkholderia mallei GB8 horse 4 YP_332264 Burkholderia pseudomallei 1710b ZP_01096302 root ZP_00445923 Burkholderia mallei NCTC 10247 ZP_00498557 root ZP_00931365 Burkholderia mallei FMH ZP_00496002 root ZP_00938693 Burkholder
99 [NP7518586 Ralstonia solanacearum GMI1000 CAD13993 Ralstonia solanacearum PROBABLE TRANSMEMBRANE PROTEIN/PROBABLE TRANSMEMBRANE PROTEIN
ZP_00943670 Ralstonia solanacearum UW551 EAP73882 transmembrane protein/transmembrane protein
ZP_00565796 Methylobacillus flagellatus KT EAN02303 Protein of unknown function DUF502/Protein of unknown function DUF502
10 ZP_00607560 Magnetococcus sp. MC-1 EAN28028 Protein of unknown function DUF502/Protein of unknown function DUF502
3 YP_357237 Pelobacter carbinolicus DSM 2380 ABA89067 hypothetical protein Pcar_1826/conserved hypothetical protein
YP_387991 Desulfovibrio desulfuricans G20 ABB38296 hypothetical protein Dde_1497/conserved hypothetical protein
7 100 —ZP_00674349 Trichodesmium erythraeum IMS101 EAO26957 Protein of unknown function DUF502/Protein of unknown function DUF502
L—7P_00515273 Crocosphaera watsonii WH 8501 EAM51590 Protein of unknown function DUF502/Protein of unknown function DUF502
ZP_00999373 Oceanicola batsensis HTCC2597 EAQO03623 hypothetical protein OB2597_03347/hypothetical protein OB2597_03347
ZP_00620004 Silicibacter sp. TM1040 EAN58439 Protein of unknown function DUF502/Protein of unknown function DUF502
ZP_01056905 Roseobacter sp. MED193 EAQ45057 hypothetical protein MED193_04486/hypothetical protein MED193_04486
YP_167292 Silicibacter pomeroyi DSS-3 AAV95333 hypothetical protein SPO2062/conserved hypothetical protein
ZP_01034232 Roseovarius sp. 217 EAQ26913 hypothetical protein ROS217_20342/hypothetical protein ROS217_20342
ZP_00960746 Roseovarius nubinhibens ISM EAP76317 hypothetical protein ISM_15665/hypothetical protein ISM_15665
3 18 100 ZP_00954991 Sulfitobacter sp. EE-36 EAP84499 hypothetical protein EE36_15857/hypothetical protein EE36_15857
1 LZP_00962472 Sulfitobacter sp. NAS-14.1 EAP80865 hypothetical protein NAS141_05988/hypothetical protein NAS141_05988
40 || 66 ZP_01003564 Loktanella vestfoldensis SKA53 EAQ06357 hypothetical protein SKA53_04698/hypothetical protein SKA53_04698
_|:ZP_O1 155632 Oceanicola granulosus HTCC2516 EAR52197 hypothetical protein 0G2516_02134/hypothetical protein 0G2516_02134
YP_510251 Jannaschia sp. CCS1 ABD55226 protein of unknown function DUF502/protein of unknown function DUF502
ZP_01012872 Rhodobacterales bacterium HTCC2654 EAQ13777 hypothetical protein RB2654_03649/hypothetical protein RB2654_03649
23 28 YP_426816 Rhodospirillum rubrum ATCC 11170 ABC22529 Protein of unknown function DUF502/Protein of unknown function DUF502
1 ZP_01016144 Parvularcula bermudensis HTCC2503 EAQ16655 hypothetical protein PB2503_01387/hypothetical protein PB2503_01387
ky 94 ZP_00614341 Mesorhizobium sp. BNC1 EAN04746 Protein of unknown function DUF502/Protein of unknown function DUF502
42 _|_—NP_1 02551 Mesorhizobium loti MAFF303099 BAB48337 hypothetical protein mll0832/mll0832
40 NP_385760 Sinorhizobium meliloti 1021 CAC46233 Sinorhizobium meliloti hypothetical protein SMc00229/HYPOTHETICAL TRANSMEMBRANE PROTEIN
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NP_532467 Agrobacterium tumefaciens str. C58 NP_354769 AAK87554 AAL42783 hypothetical protein Atu1784/hypothetical protein AGR_C_3280 /AGR_C_3280p /conserved hypothetical protein
P_469603 Rhizobium etli CFN 42 ABC90876 hypothetical protein RHE_CH02092/hypothetical conserved protein
ZP_00951800 Oceanicaulis alexandrii HTCC2633 EAP90953 hypothetical protein OA2633_02226/hypothetical protein OA2633_02226
YP_486466 Rhodopseudomonas palustris HaA2 ABD07555 Protein of unknown function DUF502/Protein of unknown function DUF502
NP_948003 Rhodopseudomonas palustris CGA009 CAE28102 DUF502/DUF502
ZP_00805845 Rhodopseudomonas palustris BisB5 EAO84544 Protein of unknown function DUF502/Protein of unknown function DUF502
NP_771246 Bradyrhizobium japonicum USDA 110 BAC49871 hypothetical protein bll4606/bll4606
ZP_01048246 Nitrobacter sp. Nb-311A YP_318129 Nitrobacter winogradskyi Nb-255 ABA04777 EAQ33785 Nitrobacter sp. Nb-311A hypothetical protein NB311A_19345/Protein of unknown function DUF502 /Protein of unknown function DUF502 /hypothetical pro
ZP_00624680 Nitrobacter hamburgensis X14 EAN63359 Protein of unknown function DUF502/Protein of unknown function DUF502
ZP_00861383 Bradyrhizobium sp. BTAi1 EAP28883 conserved hypothetical protein/conserved hypothetical protein
ZP_00808657 Rhodopseudomonas palustris BisA53 EAO90875 Protein of unknown function DUF502/Protein of unknown function DUF502
ZP_00848493 Rhodopseudomonas palustris BisB18 ABD88157 Protein of unknown function DUF502/protein of unknown function DUF502
66 NP_915654 Oryza sativa (japonica cultivar-group) BAB89792 P0677H08.7/membrane protein COV-like
61 XP_475304 Oryza sativa (japonica cultivar-group) AAV59306 unknown protein/unknown protein
TAH G43130 = NP_564483 AAG50825 AAM64375 BAD44455 BAD44523 LCV2/unknown protein /unknown /unknown protein /unknown protein
AAR95993 Musa acuminata hypothetical protein
29 ——Smo_COV1i_2 1
27—AT2G20130 = NP_565465 AAL62439 AAD24400 AAM61503 AAM91311 LCV1/unknown protein /expressed protein /Junknown /unknown protein
AT2G18460 = NP_973484 NP_179436 LCV3/LCV3
——BAD28633 Oryza sativa (japonica cultivar-group) unknown protein
pa_COV1_3_1

74

84 Ppa_COV1_6_1
Ppa_COV1_4_ 2
pa_COV1_2_1 Ppa_COV1997129535_1
3951_Cre

ABA98496 Oryza sativa (japonica cultivar-group) hypothetical protein LOC_0s12g29750
AAU43966 Oryza sativa (japonica cultivar-group) unknown protein
T2G20120 = NP_565464 AAD24385 AAK95310 AAM10356 AAM61543 AAO41858 COV1 (CONTINUOUS VASCULAR RING)/expressed protein /At2g20120/T2G17.8 /At2g20120/T2G17.8 /Junknown /putative membrane protein COV
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