I CAB60009 Hebeloma cylindrosporum nitrate transporter

1 | XP_753113 Asperqgillus fumigatus Af293 EAL91075 high affinity nitrate transporter NrtB/high affinity nitrate transporter Nr
éﬁg‘ﬁ;ﬁg @,\]S_Pgﬁ?r)ego;’% tree XP_327491 Neurospora crassa XP_957430 Neurospora crassa N150 EAA28194 Neurospora crassa CAD71077 hypothetical protein/
235 aa residues 77 OTU included. AAD49570 Cylindrotheca fusiformis nitrate transporter
Results of partial trees included 4|:AAD49572 Cylindrotheca fusiformis nitrate transporter
?;Séejrgglﬁigjgg)lg(zspbsa"\' AAD49571 Cylindrotheca fusiformis nitrate transporter

AAL85929 Thalassiosira weissflogii putative nitrate transporter
Analyzed by Yuji Hiwatashi AAL85928 Skeletonema costatum putative nitrate transporter
Date: Fri Apr 28 09:34:39 JST 2006 gnl|CMER|CMGO018C_nitrate_transporter

AAU87579 Dunaliella salina high affinity nitrate transporter
CAD60538 Chlamydomonas reinhardtii NRT2;3 protein
3821_Cre AAU11814 Chlamydomonas reinhardltii nitrite/nitrate transporter

14212_Cre
_r—1421 3_Cre CAA80925 Chlamydomonas reinhardtii nitrate transporter component
[ 2194_Cre

AAKO02066 Chlorella sorokiniana nitrate transporter NTR

Ppa_AT1G08090_6_1 BAD00101 Physcomitrella patens BAE45929 nitrate transporter/nitrate transporter

Ppa_AT1G08090 9 1
Ppa_AT1G08090_1_1
| I:Ppa_AT1 G08090_7_1
L Ppa_AT1G08090_2_1 BAD00099 Physcomitrella patens BAE45927 nitrate transporter/nitrate transporter
I:Ppa_AT1 G08090_3_1 BAD00098 Physcomitrella patens BAE45926 nitrate transporter/nitrate transporter

Ppa_AT1G08090_5_1 BAD00100 Physcomitrella patens BAE45928 nitrate transporter/nitrate transporter
Ppa_AT1G08090_10_1 BAD00097 Physcomitrella patens BAE45925 nitrate transporter/nitrate transporter
Smo_AT1G08090_5_1

NP_918250 Oryza sativa (japonica cultivar-group) OSJNBa0026J14.31
imsemsm = NP_196961 NP_850820 CAB87624 AAK59570 AAL07249 ATNRT2.7; nitrate transporter/ATNRT2.7 /high affinity nitrate
NP_917125 Oryza sativa (japonica cultivar-group) BAB44020 BAB92299 BAD81572 BAD81794 putative high affinity nitrate transp
_EAHGQMO = NP_172754 AAF78499 ATNRT2.5; nitrate transporter/Strong similarity to high-affinity nitrate transporter ACH2
CAG26717 Populus tremula x Populus tremuloides nitrate transporter
Smo_AT1G08090_3_2
CAC35729 Lotus japonicus membrane transporter
—AAC09320 Glycine max putative high affinity nitrate transporter; GmNRT2
AT3G45060 = NP_190092 CAB89321 AAS49050 AAU05505 ATNRT2.6; nitrate transporter/high-affinity nitrate transporter-like pro
—:AT5G60780 = NP_200886 BAB10099 ATNRT2.3; nitrate transporter/high affinity nitrate transporter
AAC49532 Hordeum vulgare subsp. vulgare BCH2
AAC49531 Hordeum vulgare subsp. vulgare BCH1
AAD28363 Hordeum vulgare subsp. vulgare putative high affinity nitrate transporter
AAD28364 Hordeum vulgare subsp. vulgare putative high affinity nitrate transporter
AAGO01172 Triticum aestivum high affinity nitrate transporter TaNRT2
AAL11016 Triticum aestivum high-affinity nitrate transporter
L AAK19519 Triticum aestivum high affinity nitrate transporter
AANO05088 Zea mays putative high affinity nitrate transporter
AAT66252 Zea mays putative high affinity nitrate transporter
BAC76606 Phragmites australis putative high affinity nitrate transporter
L XP_463838 Oryza sativa (japonica cultivar-group) XP_463840 BAA33382 Oryza sativa BAD07627 Oryza sativa (japonica cultiv
-[l—AAL99362 Daucus carota high-affinity nitrate transporter
A

AK72402 Lycopersicon esculentum putative high-affinity nitrate transporter
CAD89799 Nicotiana tabacum high affinity nitrate transporter protein
AAF00054 Lycopersicon esculentum putative high-affinity nitrate transporter
AAF00053 Lycopersicon esculentum putative high-affinity nitrate transporter
CAAB9387 Nicotiana plumbaginifolia nitrate transporter
CAD89798 Nicotiana tabacum high affinity nitrate transporter protein
CAG26716 Populus tremula x Populus tremuloides nitrate transporter
BADO04063 Prunus persica BAD22822 high-affinity nitrate transporter/nitrate transporter
BADO02939 Prunus persica BAD22821 high-affinity nitrate transporter/nitrate transporter
AT5G60770 = NP_200885 BAB10098 AAY78876 ATNRT2.4; nitrate transporter/high affinity nitrate transporter /putative high-af
CACO05338 Brassica napus high-affinity nitrate transporter
AT1G08100 = NP_172289 AAC35884 AAF79836 ATNRT2.2; nitrate transporter/high-affinity nitrate transporter ACH2 /T6D22.18
AT1G08090 = NP_172288 CAB09794 AAC35883 AAC64170 AAF79826 ATNRT2:1; nitrate transporter/NRT2;1p /high-affinity nitrate tr
ZP_00309249 Cytophaga hutchinsonii COG2223: Nitrate/nitrite transporter
ZP_01056324 Roseobacter sp. MED193 EAQ45539 probable high affinity nitrate transporter transmembrane protein/probable hi
ZP_00525513 Solibacter usitatus Ellin6076 EAM55473 Major facilitator superfamily/Major facilitator superfamily
ZP_00945795 Ralstonia solanacearum UW551 EAP71698 Transporter/Transporter
NP_522784 Ralstonia solanacearum GMI1000 CAD18374 Ralstonia solanacearum PROBABLE HIGH AFFINITY NITRATE TRANSPORTER TRAN
YP_046561 Acinetobacter sp. ADP1 CAG68739 putative nitrate transporter transmembrane protein (MFS superfamily)/putative
ZP_00893155 root YP_111252 Burkholderia pseudomallei K96243 ZP_00939334 Burkholderia pseudomallei 406e ZP_00932513 Bur
|:YP_439366 Burkholderia thailandensis E264 ABC35336 nitrate transporter, putative/nitrate transporter, putative
ZP_00984447 Burkholderia dolosa AUO158 COG2223: Nitrate/nitrite transporter
ZP_00685315 Burkholderia ambifaria AMMD EAOQ49231 Major facilitator superfamily/Major facilitator superfamily
ZP_00979465 Burkholderia cenocepacia PC184 ZP_00465282 Burkholderia cenocepacia HI2424 ZP_00454986 Burkholderia cenocepa
YP_372101 Burkholderia sp. 383 ABB11457 Major facilitator superfamily (MFS_1) transporter/Major facilitator superfamily
ZP_00426551 Burkholderia vietnamiensis G4 EAM26862 Major facilitator superfamily/Major facilitator superfamily
YP_299051 Ralstonia eutropha JMP134 AAZ64207 Major facilitator superfamily MFS_1/Major facilitator superfamily MFS_1
ZP_00595534 Ralstonia metallidurans CH34 EAN52327 Major facilitator superfamily/Major facilitator superfamily

_:Smo_Aﬁ G08090890797608_1
ZP_00471709 Chromohalobacter salexigens DSM 3043 EAM24807 Major facilitator superfamily/Major facilitator superfamily
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