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Ppa_TESSTD_1_1
Ppa_TESSTD_16_1

Ppa_TESSTD_27_178
AT3G43210 = NP_189907 CAB89042 BAC03248 CAD42234 CAD48111 TES (TETRASPORE); microtubule motor/kinesin-like protein /kinesin-like protein /kinesin-like protein /putative kinesin protein
CAD42658 Arabidopsis thaliana CAD45645 kinesin-like protein/putative kinesin-like protein100

BAB86284 Nicotiana tabacum kinesin-like protein NACK299

AAK91813 Zea mays kinesin heavy chain
NP_918677 Oryza sativa (japonica cultivar-group) BAB32972 putative kinesin/putative KIF3 protein100

AT1G18370 = NP_173273 AAF25984 BAB88748 HIK (HINKEL); ATP binding/microtubule motor /F15H18.12 /AtNACK1 kinesin-like protein50

BAB86283 Nicotiana tabacum kinesin-like protein NACK1
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