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XP_848145 Leishmania major strain Friedlin AAZ09937 endo/exonuclease Mre11 /endo/exonuclease Mre11, putative
XP_810598 Trypanosoma cruzi strain CL Brener XP_816077 EAN88747 Trypanosoma cruzi EAN94226 endo/exonuclease Mre11 /endo/exonuclease Mre11 /endo/exonuclease Mre11, putative /endo/exonuclease Mre11, putative

XP_951632 Trypanosoma brucei TREU927 CAD20051 Trypanosoma brucei AAL78283 Trypanosoma brucei brucei AAQ15896 Trypanosoma brucei AAX80191 DNA repair protein/Mre11 protein /DNA repair protein Mre11 /endo/exonuclease Mre11 /endo/exonuclease Mre1179
XP_308950 Anopheles gambiae str. PEST EAA04178 ENSANGP00000013179/ENSANGP00000013179

XP_571170 Cryptococcus neoformans var. neoformans JEC21 EAL20699 Cryptococcus neoformans var. neoformans B-3501A AAW43863 Cryptococcus neoformans var. neoformans JEC21 meiotic DNA double-strand break processing-related protein/hypothetical protei
CAF97476 Tetraodon nigroviridis unnamed protein product

NP_001001407 Danio rerio AAH53202 meiotic recombination 11 homolog A/Meiotic recombination 11 homolog A
NP_005582 Homo sapiens NP_005581 P49959 AAD10197 AAC36249 AAC78721 AAK18790 AAH63458 AAS79320 meiotic recombination 11 homolog A isoform 1/meiotic recombination 11 homolog A isoform 2 /MRE11_HUMAN Double-strand break repair protein MRE11A (MRE11 homo

NP_071615 Rattus norvegicus Q9JIM0 AAF91227 MRE11/MRE11_RAT Double-strand break repair protein MRE11A (MRE11 homolog 1) (MRE11 meiotic recombination 11 homolog A)/MRE11
NP_061206 Mus musculus Q61216 AAB04955 BAC30878 AAH65144 BAE24593 meiotic recombination 11 homolog A/MRE11_MOUSE Double-strand break repair protein MRE11A (MRE11 homolog 1) (MRE11 meiotic recombination 11 homolog A) (MmMRE11A) /endo/exonuclease Mre1189
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Q9W6K1 Xenopus laevis AAD31866 AAI10737 MRE11_XENLA Double-strand break repair protein MRE11/putative nuclease Mre11 /Mre11-A-prov protein
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XP_788079 Strongylocentrotus purpuratus PREDICTED: similar to Double-strand break repair protein MRE11A (MRE11 homolog 1) (MRE11 meiotic recombination 11 homolog A) (MmMRE11A)
XP_798167 Strongylocentrotus purpuratus PREDICTED: similar to Double-strand break repair protein MRE11A (MRE11 homolog 1) (MRE11 meiotic recombination 11 homolog A) (MmMRE11A), partial96
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AT5G54260 = NP_200237 T52564 Q9XGM2 CAB50793 BAB10749 MRE11; endonuclease/exonuclease/hydrolase/manganese ion binding /protein serine/threonine phosphatase /T52564 Mre11 protein homolog /MRE11_ARATH Double-strand break repair protein MRE11/Mre11 pro
CAJ15648 Triticum monococcum CAJ15649 Aegilops tauschii CAJ15650 Triticum turgidum CAJ15651 CAJ15652 CAJ15654 Triticum monococcum CAJ15655 Aegilops tauschii meiotic recombination 11/meiotic recombination 11 /meiotic recombination 11 /meiotic

XP_474032 Oryza sativa (japonica cultivar-group) CAE03009 AAX24126 Oryza sativa OSJNBa0043L09.28/OSJNBa0043L09.28 /putative MRE11
37

XP_480352 Oryza sativa (japonica cultivar-group) BAD03045 BAD03241 putative DNA repair and meiosis protein Mre11/putative DNA repair and meiosis protein Mre11 /putative DNA repair and meiosis protein Mre11
35

Smo_MRE11_2_1 Smo_MRE11_1_1
Ppa_MRE11_1_178
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3400_Cre
71

CAE64875 Caenorhabditis briggsae Hypothetical protein CBG09687
NP_505736 Caenorhabditis elegans Q23255 CAA98292 yeast MRE recombination/repair homolog family member (mre-11) /MRE11_CAEEL Double-strand break repair protein mre-11/Hypothetical protein ZC302.1100
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XP_628997 Dictyostelium discoideum AX4 EAL60585 Dictyostelium discoideum hypothetical protein DDB0191996/hypothetical protein DDB0191996
35

XP_449828 Candida glabrata CBS 138 CAG62808 hypothetical protein CAGL0M11220g/unnamed protein product
NP_013951 Saccharomyces cerevisiae P32829 CAA90195 BAA02017 Subunit of a complex with Rad50p and Xrs2p (RMX complex) that functions in repair of DNA double-strand breaks and in telomere stability, exhibits nuclease activity that appears to be require98

XP_500889 Yarrowia lipolytica CLIB122 CAG83140 hypothetical protein/unnamed protein product88

XP_381875 Gibberella zeae PH-1 EAA68996 hypothetical protein FG01699.1/hypothetical protein FG01699.1
XP_330847 Neurospora crassa XP_963591 Neurospora crassa N150 Q9C291 Neurospora crassa BAA32417 CAC28562 EAA34355 hypothetical protein ( (AB002530) mus-23/hypothetical protein ( (AB002530) mus-23 /MRE11_NEUCR Double-strand break repair protein mus70

BAE59013 Aspergillus oryzae unnamed protein product
XP_658160 Aspergillus nidulans FGSC A4 EAA66655 hypothetical protein AN0556.2/hypothetical protein AN0556.2100
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gnl|CMER|CMB035C_probable_double-strand_break_repair_protein_MRE11
NP_592935 Schizosaccharomyces pombe 972h- Q09683 Schizosaccharomyces pombe CAA90458 hypothetical protein SPAC13C5.07/RAD32_SCHPO DNA repair protein rad32/rad3230
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