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55 XP_628997 Dictyostelium discoideum AX4 EAL60585 Dictyostelium discoideum hypothetical protein DDB0191996/hypothetical protein DDB0191996
_|L| QOUVN9 Coprinopsis cinerea AAD55951 MRE11_COPCI Double-strand break repair protein MRE11/DNA repair and meiosis protein Mre11
XP_760851 Ustilago maydis 521 EAK86134 hypothetical protein UM04704.1/hypothetical protein UM04704.1
100 r—EAL33869 Drosophila pseudoobscura GA14221-PA
96 L—NP_523547 Drosophila melanogaster AAD33591 AAF53093 meiotic recombination 11 CG16928-PA/endo/exonuclease Mre11 /CG16928-PA
66 BAB11924 Bombyx mori Mre11
—1 XP_396844 Apis mellifera PREDICTED: similar to GA14221-PA
55 100 XP_658160 Aspergillus nidulans FGSC A4 AAN78297 Emericella nidulans EAA66655 Aspergillus nidulans FGSC A4 hypothetical protein AN0556.2/meiotic recombination protein /hypothetical protein AN0556.2
XP_751024 Asperqgillus fumigatus Af293 EAL88986 meiotic recombination protein/meiotic recombination protein
08 BAES59013 Asperqgillus oryzae unnamed protein product
100 100 XP_364710 Magnaporthe grisea 70-15 hypothetical protein MG09555.4
BAC11859 Magnaporthe grisea recombinational repair protein
79 XP_963591 Neurospora crassa N150 XP_330847 Neurospora crassa Q9C291 CAC28562 EAA34355 hypothetical protein ( (AB002530) mus-23/hypothetical protein ( (AB002530) mus-23 /MRE11_NEUCR Double-strand break repair protein mus-23 (Recombinational repair p
39 [ | BAA32417 Neurospora crassa mus-23
EAQ87033 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_08286
100 WNP_592935 Schizosaccharomyces pombe 972h- Q09683 Schizosaccharomyces pombe CAA90458 hypothetical protein SPAC13C5.07/RAD32_SCHPO DNA repair protein rad32/rad32
99 LCAA57765 Schizosaccharomyces pombe rad32
46 XP_500889 Yarrowia lipolytica CLIB122 CAG83140 hypothetical protein/unnamed protein product
ﬂr' XP_461047 Debaryomyces hansenii CBS767 CAG89421 hypothetical protein DEHAOF17116g/unnamed protein product
2d 94 XP_712486 Candida albicans SC5314 XP_888757 EAK93304 BAE44654 Candida albicans hypothetical protein CaO19.6915/hypothetical protein Cad7.0149 /hypothetical protein Ca019.6915 /hypothetical protein
84 XP_452507 Kluyveromyces lactis NRRL Y-1140 CAH01358 unnamed protein product/unnamed protein product
58 100 NP_986100 Eremothecium gossypii AAS53924 Ashbya gossypii ATCC 10895 AFR553Cp/AFR553Cp
— AAB61454 Saccharomyces cerevisiae Mre11p
NP_505736 Caenorhabditis elegans Q23255 CAA98292 yeast MRE recombination/repair homolog family member (mre-11) /MRE11_CAEEL Double-strand break repair protein mre-11/Hypothetical protein ZC302.1
100 ——XP_798167 Strongylocentrotus purpuratus PREDICTED: similar to Double-strand break repair protein MRE11A (MRE11 homolog 1) (MRE11 meiotic recombination 11 homolog A) (MmMRE11A), partial
L———XP_788079 Strongylocentrotus purpuratus PREDICTED: similar to Double-strand break repair protein MRE11A (MRE11 homolog 1) (MRE11 meiotic recombination 11 homolog A) (MmMRE11A)
100 4 NP_001001407 Danio rerio AAH53202 meiotic recombination 11 homolog A/Meiotic recombination 11 homolog A
I':NP_QQMOQ Gallus gallus Q9IAM7 AAF31354 MRE11 meiotic recombination 11 homolog A/MRE11_CHICK Double-strand break repair protein MRE11/Mre11
100 Q9W6EK1 Xenopus laevis AAD31866 AAI10737 MRE11_XENLA Double-strand break repair protein MRE11/putative nuclease Mre11 /Mre11-A-prov protein
L 86—NP_061206 Mus musculus Q61216 AAB04955 BAC30878 AAH65144 BAE24593 meiotic recombination 11 homolog A/MRE11_MOUSE Double-strand break repair protein MRE11A (MRE11 homolog 1) (MRE11 meiotic recombination 11 homolog A) (MmMRE11A) /endo/exonuclease Mre11
1 NP_071615 Rattus norvegicus Q9JIMO AAF91227 MRE11/MRE11_RAT Double-strand break repair protein MRE11A (MRE11 homolog 1) (MRE11 meiotic recombination 11 homolog A)/MRE11
100 XP_603439 Bos taurus PREDICTED: similar to meiotic recombination 11 homolog A isoform 2
9g-NP_005582 Homo sapiens NP_005581 P49959 AAD10197 AAC36249 AAC78721 AAK18790 AAH63458 AAS79320 meiotic recombination 11 homolog A isoform 1/meiotic recombination 11 homolog A isoform 2 /MRE11_HUMAN Double-strand break repair protein MRE11A (MRE11 homo
QB60HE6 Macaca fascicularis BAD51969 MRE11_MACFA Double-strand break repair protein MRE11A (MRE11 homolog 1) (MRE11 meiotic recombination 11 homolog A)/MRE11 meiotic recombination 11 homolog A
XP_542244 Canis familiaris PREDICTED: similar to Double-strand break repair protein MRE11A (MRE11 homolog 1) (MRE11 meiotic recombination 11 homolog A)
XP_480352 Oryza sativa (japonica cultivar-group) BAD03045 BAD03241 putative DNA repair and meiosis protein Mre11/putative DNA repair and meiosis protein Mre11 /putative DNA repair and meiosis protein Mre11
3400_Cre = d 100 5qIPpa_MRE1 1.1_1
88 Smo_MRE11_2_1 < Smo_MRE11_1_1
92 XP_474032 Oryza sativa (japonica cultivar-group) CAE03009 AAX24126 Oryza sativa OSJNBa0043L.09.28/OSJNBa0043L.09.28 /putative MRE11
iE)AMSMS Triticum monococcum CAJ15649 Aegilops tauschii CAJ15650 Triticum turgidum CAJ15651 CAJ15652 CAJ15654 Triticum monococcum CAJ15655 Aegilops tauschii meiotic recombination 11/meiotic recombination 11 /meiotic recombination 11 /meiotic
AT5G54260 = NP_200237T52564 Q9XGM2 CAB50793 BAB10749 MRE11; endonuclease/exonuclease/hydrolase/manganese ion binding /protein serine/threonine phosphatase /T52564 Mre11 protein homolog /MRE11_ARATH Double-strand break repair protein MRE11/Mre11 pro
99 AAL78283 Trypanosoma brucei brucei DNA repair protein Mre11
_|——XP_810598 Trypanosoma cruzi strain CL Brener XP_816077 EAN88747 Trypanosoma cruzi EAN94226 endo/exonuclease Mre11 /endo/exonuclease Mre11 /endo/exonuclease Mre11, putative /endo/exonuclease Mre11, putative
XP_848145 Leishmania major strain Friedlin AAZ09937 endo/exonuclease Mre11 /endo/exonuclease Mre11, putative
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