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NP_001674 Homo sapiens BAE0O6090 plasma membrane calcium ATPase 2 isoform b/ATP2B2 variant protein
P_860744 Canis familiaris XP_861192 XP_861393 XP_860345 PREDICTED: similar to plasma membrane calcium ATPase 2 isoform b isoform 17/PREDICTED: similar to plasma membrane calcium ATPase 2 isoform b isoform 32 /PREDICTED: similar to plasma membrane ca
XP_861021 Canis familiaris PREDICTED: similar to plasma membrane calcium ATPase 2 isoform b isoform 26
AAA51893 Homo sapiens AAA50877 plasma membrane calcium ATPase isoform 2/plasma membrane calcium ATPase isoform 2
6L AAA36456 Homo sapiens Ca2+-ATPase
P_033853 Mus musculus NP_001031761 Q9R0K7 AAC61255 BAA83104 BAE27790 BAE27864 BAE27955 plasma membrane calcium ATPase 2 isoform 1/plasma membrane calcium ATPase 2 isoform 2 /AT2B2_MOUSE Plasma membrane calcium-transporting ATPase 2 (PMCA2) (Plasma m
100 P_036640 Rattus norvegicus AAA74219 ATPase, Ca++ transporting, plasma membrane 2/ATPase
100 BAA83105 Mus musculus plasma membrane Ca2+-ATPase isoform 2
XP_860904 Canis familiaris PREDICTED: similar to plasma membrane calcium ATPase 2 isoform b isoform 22
AAK11272 Rana catesbeiana PMCA1bx
100 —XP_658793 Aspergillus nidulans FGSC A4 EAA66307 hypothetical protein AN1189.2/hypothetical protein AN1189.2
L———BAE64127 Aspergillus oryzae unnamed protein product
100 rSmo_ACA9_3_1
ISmo_ACA9_32 2

100 Smo_ACA9 3 2
54 [Smo_ACAQ_SZJ
Ppa_ACA9_52_1
49 ﬂ:AAUSQM Medicago truncatula type |IB calcium ATPase
— 8 AAL17949 Medicago truncatula type |IB calcium ATPase
61~AT3G57330 = NP_191292 Q9M2L4 CAB68139 calcium-transporting ATPase/calmodulin binding /ACA11_ARATH Putative calcium-transporting ATPase 11, plasma membrane-type (Ca(2+)-ATPase isoform 11)/Ca2+-transporting ATPase-like protein
100 CAA68234 Brassica oleracea calmodulin-stimulated calcium-ATPase
AT2G41560 = NP_181687 022218 AAB84338 AAG35585 ACA4 (AUTO-INHIBITED CA(2+)-ATPASE, ISOFORM 4); calcium-transporting ATPase/calmodulin binding /ACA4_ARATH Calcium-transporting ATPase 4, plasma membrane-type (Ca(2+)-ATPase isoform 4)/putative Ca2+-ATP
ABA91401 Oryza sativa (japonica cultivar-group) calcium-translocating P-type ATPase, PMCA-type
ABA95758 Oryza sativa (japonica cultivar-group) calcium-translocating P-type ATPase, PMCA-type
AAU44048 Oryza sativa (japonica cultivar-group) putative P-type ATPase
NP_914978 Oryza sativa (japonica cultivar-group) BAB89725 BAB90248 putative type 1I1B calcium ATPase/putative type |IB calcium ATPase /putative type 1B calcium ATPase
AT4G37640 = NP_195479 081108 AAC26997 CAB38303 CAB80429 AAL32562 AAQ89614 ACA2 (CALCIUM ATPASE 2); calmodulin binding/ACA2_ARATH Calcium-transporting ATPase 2, plasma membrane-type (Ca(2+)-ATPase isoform 2) /plasma membrane-type calcium ATPase /plas
AT2G22950 = NP_179879 064806 AAM15005 calcium-transporting ATPase/calmodulin binding /ACA7_ARATH Putative calcium-transporting ATPase 7, plasma membrane-type (Ca(2+)-ATPase isoform 7)/putative Ca2+-ATPase
AAM44081 Medicago truncatula type IIB calcium ATPase MCA5
AAG28435 Glycine max plasma membrane Ca2+-ATPase
AAG28436 Glycine max plasma membrane Ca2+-ATPase
AT1G27770 = NP_849716 Q37145 AAD10211 AAD10212 AAF24958 AAG50579 ACA1; calcium-transporting ATPase/calmodulin binding /ACA1_ARATH Calcium-transporting ATPase 1, plasma membrane-type (Ca(2+)-ATPase isoform 1) (Plastid envelope ATPase 1)/envelope Ca2+
88 ABA99736 Oryza sativa (japonica cultivar-group) calcium-translocating P-type ATPase, PMCA-type
_|_—AAT81659 Oryza sativa (japonica cultivar-group) putative ATPase
Smo_ACA9 24 1
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88 AAL17950 Medicago truncatula type IIB calcium ATPase
74 100 _| 100 |AT3G63380 =NP_191897 Q9LY77 CAB87791 calcium-transporting ATPase/calmodulin binding /ACA12_ARATH Putative calcium-transporting ATPase 12, plasma membrane-type (Ca(2+)-ATPase isoform 12)/Ca2+-transporting ATPase-like protein
— 100 BAC41935 Arabidopsis thaliana AAO64912 putative Ca2+-transporting ATPase/At3g63380

AT3G22910 = NP_188931 Q9LIK7 BAB03036 calcium-transporting ATPase/calmodulin binding /ACA13_ARATH Putative calcium-transporting ATPase 13, plasma membrane-type (Ca(2+)-ATPase isoform 13)/Ca2+-transporting ATPase-like protein
94 NP_921498 Oryza sativa (japonica cultivar-group) AAM08790 Oryza sativa AAP53785 Oryza sativa (japonica cultivar-group) putative calcium-transporting ATPase/Putative calcium-transporting ATPase /calcium-translocating P-type ATPase, PMCA-type
AAP92715 Ceratopteris richardii calcium-transporting ATPase 1
b Smo_ACA9_35_1

37 100 Smo_ACA9_29_2
L-Smo_ACA9 59 1

L|—|:Ppa_ACA9_45_1 CAD21958 Physcomitrella patens CAD67616 putative plasma membrane calcium-transporting ATPase/calcium-dependent ATPase
100
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Ppa_ACA9_58 1 CAD67615 Physcomitrella patens putative P-type Il calcium ATPase
Ppa_ACA9 _3_1
XP_473800 Oryza sativa (japonica cultivar-group) CAD41784 CAE03884 OSJNBb0015N08.12/0SJNBa0035M09.2 /OSJNBb0015N08.12
XP_483341 Oryza sativa (japonica cultivar-group) BAD09972 BAD09994 putative calcium-transporting ATPase 8, plasma membrane-type/putative calcium-transporting ATPase 8, plasma membrane-type /putative calcium-transporting ATPase 8, plasma membrane-type
BAD27978 Oryza sativa (japonica cultivar-group) putative calcium-transporting ATPase
AT5G53010 = NP_200113 BAA97141 calcium-transporting ATPase/calmodulin binding /Ca2+-transporting ATPase-like protein
85 AT4G29900 = NP_194719 Q9SZR1 CAB79748 ACA10; calcium-transporting ATPase/calmodulin binding /ACA10_ARATH Putative calcium-transporting ATPase 10, plasma membrane-type (Ca(2+)-ATPase isoform 10)/Ca2+-transporting ATPase-like protein
_:E\TSGSHW = NP_851200 NP_200521 Q9LF79 BAA97361 CAB96189 AAL47426 ACA8 (AUTOINHIBITED CA2+ -ATPASE, ISOFORM 8); calcium-transporting ATPase/calmodulin binding /ACA8 (AUTOINHIBITED CA2+ -ATPASE, ISOFORM 8); calmodulin binding /ACA8_ARATH Calcium-tran
AT3G21180 = NP_188755 Q9LU41 BAB01709 ACAS; calcium-transporting ATPase/calmodulin binding /ACA9_ARATH Putative calcium-transporting ATPase 9, plasma membrane-type (Ca(2+)-ATPase isoform 9)/Ca2+-transporting ATPase
XP_636219 Dictyostelium discoideum AX4 EAL62716 Dictyostelium discoideum hypothetical protein DDB0188438/hypothetical protein DDB0188438
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