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AT1G02205 = NP_850932 NP_171723 BAA11024 AAC24374 CER1 (ECERIFERUM 1)/CER1 (ECERIFERUM 1) /possible aldehyde decarbonylase /CER1 protein
AT2G37700 = NP_181306 AAC23640 catalytic/CER1-like protein
AT1G02190 = NP—171?21 NP—973742 _AA024373 catalytic/catalytic /CER1-I|lke protein . . - XP_465832 Oryza sativa (japonica cultivar-group) BAD23480 hypothetical protem/hypothetlcal protein (pt4)
NP_921941 Oryza sativa (japonica cultivar-group) AAG21908 AAP54228 putative CER1/putative CER1 /CER1, putative XP_465826 Oryza sativa (japonica cultivar-group) BAD23474 CER1-like/CER1-like (pt1
XP_473150 Oryza sativa (japonica cultivar-group) CAE03390 OSJNBa0004N05.14/0SJNBa0004N05.14 these two entries represent one gene or disrupted gene
XP_466799 Oryza sativa (japonica cultivar-group) BAD21539 BAD21579 putative CER1 protein/putative CER1 protein /putative CER1 protein
99 XP_468372 Oryza sativa (japonica cultivar-group) BAD21663 BAD22402 putative CER1/putative CER1 /putative CER1
98 I: ABD28319 Medicago truncatula Sterol desaturase
ABD28316 Medicago truncatula Sterol desaturase
Smo_CER1_8_1 —Smo_CER1_2_1 (pt1)
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100 99 AAA33934 Senecio odorus lipid transfer protein

I AT5G57800 = NP_200588 BAB08850 AAN06975 BAC81644 BAD06945 WAX2; catalytic/lipid transfer protein; glossy1 homolog /cuticle protein /YORE-YORE protein /faceless pollen-1
84 99 BAD37412 Oryza sativa (japonica cultivar-group) putative GI1
. —:BADZSOOZ Oryza sativa (japonica cultivar-group) putative glossy1 protein

100 AAR90847 Zea mays glossy1 protein
@RQ?G% Zea mays GI1 protein
£ BAD33619 Oryza sativa (japonica cultivar-group) putative Gl1 protein
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64 Ppa_CER1_2_1
Smo_CER1_5 1 —> Smo_CER1_6_1 (pt2)
Smo_CER1_7_1 — Smo_CER1_1_1 (pt1)
Smo_CER1_4_1— Smo_CER1_3_1 (pt3)
ZP_01017596 Parvularcula bermudensis HTCC2503 EAQ16043 sterol desaturase family protein/sterol desaturase family protein

29 ZP_01040955 Erythrobacter sp. NAP1 EAQ28604 sterol desaturase family protein/sterol desaturase family protein
Y

83 P_459411 Erythrobacter litoralis HTCC2594 ABC64614 sterol desaturase family protein/sterol desaturase family protein

56 _bZP_00577639 Sphingopyxis alaskensis RB2256 EAN47720 Sterol desaturase/Sterol desaturase
YP_495518 Novosphingobium aromaticivorans DSM 12444 ABD24684 Sterol desaturase/Sterol desaturase
38 NP_968605 Bdellovibrio bacteriovorus HD100 CAE79598 sterol desaturase family protein/sterol desaturase family protein
100 L NP_682707 Thermosynechococcus elongatus BP-1 BAC09469 sterol desaturase family protein/sterol desaturase family protein
60 ZP_01039086 Erythrobacter sp. NAP1 EAQ29557 sterol desaturase family protein/sterol desaturase family protein
—| 87 [ YP_165878 Silicibacter pomeroyi DSS-3 AAV93932 sterol desaturase family protein/sterol desaturase family protein
NP_420481 Caulobacter crescentus CB15 AAK23649 sterol desaturase family protein/sterol desaturase family protein
51 ZP_01092622 Blastopirellula marina DSM 3645 EAQ78619 sterol desaturase/sterol desaturase
M YP_169036 Silicibacter pomeroyi DSS-3 AAV97062 sterol desaturase family protein/sterol desaturase family protein
YP_000990 Leptospira interrogans serovar Copenhageni str. Fiocruz L1-130 NP_713258 Leptospira interrogans serovar Lai str. 56601 AAN50276 AAS69627 Leptospira interrogans serovar Copenhageni str. Fiocruz L1-130 sterol desaturase/sterol desaturase

YP_459087 Erythrobacter litoralis HTCC2594 ABC64290 sterol desaturase, homolog/sterol desaturase, homolog
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ZP_00671249 Trichodesmium erythraeum IMS101 EAO29411 similar to Sterol desaturase/similar to Sterol desaturase
20, ZP_00949951 Croceibacter atlanticus HTCC2559 EAP88090 probable transmembrane protein/probable transmembrane protein
100 |_|—ZP 01201747 Flavobacteria bacterium BBFL7 EAS19809 putative transmembrane protein/putative transmembrane protein
27 ZP_01120151 Robiginitalea biformata HTCC2501 EAR16679 hypothetical protein RB2501_07255/hypothetical protein RB2501_07255
YP_432879 Hahella chejuensis KCTC 2396 ABC28454 Sterol desaturase/Sterol desaturase
61 100 NP_102283 Mesorhizobium loti MAFF303099 BAB48069 hypothetical protein mir0492/mlir0492
43 |—NP 106989 Mesorhizobium loti MAFF303099 BAB52775 hypothetical protein mll6489/mlil6489
ZP_00944826 Ralstonia solanacearum UW551 NP_522291 Ralstonia solanacearum GMI1000 CAD17881 Ralstonia solanacearum EAP72708 Ralstonia solanacearum UW551 C-5 sterol desaturase/PROBABLE TRANSMEMBRANE PROTEIN /PROBABLE TRANSMEMBRANE PROTEIN /C-5 st
90 ZP_00816410 Marinobacter aquaeolei VT8 EAP00421 probable transmembrane protein/probable transmembrane protein
45 ZP_00585050 Shewanella amazonensis SB2B EAN40240 probable transmembrane protein/probable transmembrane protein
78 ZP_00952752 Oceanicaulis alexandrii HTCC2633 EAP90531 hypothetical protein OA2633_12540/hypothetical protein OA2633_12540
I ZP_00993387 Janibacter sp. HTCC2649 EAP99641 hypothetical protein JNB_05719/hypothetical protein JNB_05719
99 ZP_00597291 Ralstonia metallidurans CH34 EAN50473 putative membrane protein/putative membrane protein
NP_800607 Vibrio parahaemolyticus RIMD 2210633 BAC62440 hypothetical protein VPA1097/hypothetical protein
50 3 48;ZP_00903297 Shewanella sp. W3-18-1 EAP56861 sterol desaturase family protein/sterol desaturase family protein
ZP_00580561 Shewanella baltica OS155 EAN44933 sterol desaturase family protein/sterol desaturase family protein
39 70 ZP_00637242 Shewanella frigidimarina NCIMB 400 EAN76112 sterol desaturase family protein/sterol desaturase family protein

ZP_00634600 Shewanella denitrificans OS217 EAN70987 sterol desaturase family protein/sterol desaturase family protein
83 —~ZP_00990322 Vibrio splendidus 12B01 EAP94614 hypothetical protein V12B01_04643/hypothetical protein V12B01_04643
lZP_01065132 Vibrio sp. MED222 EAQ53600 hypothetical protein MED222_15739/hypothetical protein MED222_15739
NP_486698 Nostoc sp. PCC 7120 BAB74357 hypothetical protein all2658/all2658
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