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AT1G08910 = NP_172366 EMB3001; zinc ion binding
AAB70421 Arabidopsis thaliana Similar to Vicia transcription factor (gb|X97908).100

AT5G41580 = NP_198973 zinc ion binding24

CAA66482 Vicia faba var. minor transcription factor
53

BAD67847 Oryza sativa (japonica cultivar-group) putative transcription factor
48
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BAE06643 Ciona intestinalis protein inhibitor of activated STAT
NP_982663 Eremothecium gossypii AAS50487 Ashbya gossypii ATCC 10895 AAR121Wp/AAR121Wp

XP_448961 Candida glabrata CBS 138 CAG61931 unnamed protein product/unnamed protein product69
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Unknown (AT1G08910): : global tree
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