
Ppa_AMS_30_1
Ppa_AMS_42_1

AT2G16910 = NP_179283 AMS (ABORTED MICROSPORES); DNA binding/transcription factor
CAD54298 Brassica napus bHLH transcription factor
XP_463907 Oryza sativa (japonica cultivar-group) BAD08134 BAD07594 bHLH protein-like/bHLH protein-like /bHLH protein-like

Smo_AMS_6_1 Smo_AMS_1_1
Ppa_AMS_5_1
Ppa_AMS_1_1

AT3G26744 = NP_189309 NP_001030775 NP_001030774 Q9LSE2 AAL84972 AAP14668 AAS79350 Capsella bursa-pastoris AT3G26744 = AAV85734 ICE1 (INDUCER OF CBF EXPRESSION 1); DNA binding/transcription factor /ICE1 (INDUCER OF CBF EXPRESSION 1); DNA binding
AT1G12860 = NP_172746 AAF78492 BAC42644 AAO63441 DNA binding/transcription factor /Contains similarity to bHLH protein (Atmyc-146) from Arabidopsis thaliana gb|AF013465 and contains a helix-loop-helix DNA-binding PF|00010 domain. EST gb|AI999584 co

ABD32550 Medicago truncatula Helix-loop-helix DNA-binding
ABA93991 Oryza sativa (japonica cultivar-group) Helix-loop-helix DNA-binding domain, putative

NP_914885 Oryza sativa (japonica cultivar-group) BAD88163 BAD88203 OSJNBa0093F16.27/transcription factor ICE1-like /transcription factor ICE1-like
Smo_AMS_20_1

Smo_AMS_33_2
Smo_AMS_28_2

Ppa_AMS_6_1
Ppa_AMS_10_1

ABB47949 Oryza sativa (japonica cultivar-group) expressed protein
NP_922585 Oryza sativa (japonica cultivar-group) AAG13585 hypothetical protein/hypothetical protein

XP_470197 Oryza sativa (japonica cultivar-group) AAN05491 Putative bHLH transcription protein/Putative bHLH transcription protein
Smo_AMS_5_1 Smo_AMS_22_1

XP_471697 Oryza sativa (japonica cultivar-group) CAE04678 OSJNBb0018A10.6/OSJNBb0018A10.7
BAC66785 Oryza sativa Transcription Factor

AT5G57150 = NP_568850 AAM63723 ABD19653 DNA binding/transcription factor /unknown /At5g57150
AT4G29930 = NP_194722 BAC42379 AAO64804 BAD43964 BAD44039 DNA binding/transcription factor /putative bHLH transcription factor bHLH027 /At4g29930 /bHLH transcription factor (bHLH027) - like protein /bHLH transcription factor (bHLH027) - like protein
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AMS (AT2G16910): global tree
File name: AMS.mltree2.svg
138 aa residues 26 OTU included.
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