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jluconolactor tative 6-phosphogluconolact

XP_483640 Oryza sativa (japonica cultivar-group) BAD09931 putative 6-|
BAD33762 Oryza sativa (japonica cultivar-group) putative 6-phosphogluconolactonase
AAO26315 Elaeis guineensis putative 6-phosphogluconolactonase
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AT1G13700 = NP_172826 AAF81297 AAT46032 AAU84690 6- ic /Contains similarity to a putative 6
-XP_506916 Oryza sativa (japonica cultivar-group) XP_468698 AAS07092 PREDICTED OSJNBb0059G13.23 gene product/putative 6-ph
XP_479082 Oryza sativa (japonica cultivar-group) BAC83870 putative 6-phosphogluconolactonase/putative 6-phosphogluconolact
AAK50346 Brassica carinata putative 6-phosphogluconolactonase
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P_00801501 Alkaliphilus metallrredlgenes QYMF EAO80490 6-phosphoglucor
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etical protein CAGLOM

CAG62626 hypo

16
55 XP_714625 Candida a 529 EAK954 5 hypothetical protein CaO19 a 35/hypothetical protein Ca019.1
XP_501998 CLIB122 CAG82318 hy otein/unnamed protein pra
P_503830 Yarrowia lipolytica CLIB122 CAG79423 hypothetical protein/unnamed protein pr\LUU
NP_984646 Eremothecium gossypii AAS52470 Asht ssypii ATCC 10895 AEL215Cp/AEL215Cp
% SOL3_YEAST Probable 6-phosphogluconolactonase 3 (6PGL)/Sol3p /Sol3p
unnamed protein product/unnamed protein product
10 protein DEHA0G24772g/unnamed protein product
— ndida albicar 5 EAK92573 putative 6-phosphoglucon nase/putative 6-phosphoglucono
myces pombe 972 h !D‘m/t‘ s pombe CAA20749 hypotheti protein SPCC16C4.10/6PG
EAL88010 gluc om 6-phosphogluconolactonase family /Glucosa
A4 EAAB6158 hypothetical protein L\N(PBH 2/hy pol hetical protein AN0285.2
oryzae unnamed protein product
orthe grisea 70-15 t ypothetical protein MG10148.4
bosum CBS ’/f[‘ 51
N150 XP_3 Al protein/hypothetical protein /hypothe
45 13 ved hypothetical protein
etical protein UM03811.1
JEC. 2 b’\L?W neoformar B-3501A AAW42865
S J 21 EAL20481 Cryptoc ormans var. r 01A AAW43747
P_791905 PREDICTED: similar to 6-phosphogluconolactonase
100 ——NP_572656 Drosophila melanogaster Q9VZ64 AAF47963 AAS77429 CG17333-PA/6PGL_DROME Putative 6-phosphogluconolactonase (6PGL)
32 EAL32458 Drosophila pseudoobscura GA14465-PA
59 XP_624173 Apis mellifera PREDICTED: similar to 6-phosphogluconolactonase
NP_001026759 Gallus gallus CAG31962 6-phosphogluconolactonase/hypothetical protein
100 —AAH89078 Xenopus tropicalis Pgls-prov protein
AAH85053 Xenopus laevis AAI08839 LOC495503 protein/Unknown (protein for IMAGE:6318725)
NP_036220 Homo sapiens 095336 CAB57866 AAH14006 6-phosphogluconolactonase/6PGL_HUMAN 6-phosphogluconolactonase (6PGL)/6-ph
58 {XP_852582 Canis familiaris PREDICTED: similar to 6-phosphogluconolactonase
NP_001033669 Bos taurus AAI09790 hypothetical protein LOC616120/Similar to 6-phosphogluconolactonase
XP_214296 Rattus norvegicus PREDICTED: similar to 6-phosphogluconolactonase
NP_079672 Mus musculus Q9CQ60 BAB22594 BAB23106 AAH06594 BAC29292 BAE42808 6-phosphogluconolactonase/6PGL_MOUSE 6-phosphog
CAG12169 Tetraodon nigroviridis unnamed protein product
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4 98 NP_485642 Nostoc sp. PCC 7120 P46016 BAB77968 6: GL_ANASP 6 glu ase (6PGL)/gluc
ZP_00106506 Nostoc punctiforme PCC 73102 COG0363: 6-phospt i phosphate i i
27 100 YP_474705 sp. JA-3-3Ab ABC99442 6-phosphoglucor
|—YP 479067 Synechococcus sp. JA-2-3B'a(2-13) ABD03804
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-YP_480750 Frankia sp. Cc/3 ABD11021 6-| ase
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'YP_119789 Nocardia farcinica IFM 10152 BAD58425 6-pt itative
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P_00615669 Ki SRS30216 EAM76744 6 phospt a
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ZP_01206819 Mycobacterium vanbaalenii PYR-1 EAS23696 6-phospt
-ZP_01192084 Mycobacler/um flavescens PYR-GCK EAS11466 6-|
NP_335941 is CDC1551 ZP_00771984 Mycobacterium tuberculosis F11 NP_215961 Mycobactenum tubercul

NP_301491 ium leprae TN Q49700 Mycobacterium leprae AAA17114 CAC30087 6-phosphogluconolactonase/6PGL_MYCLE 6-p
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