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98 rAT5G13710 = NP_196875 Q9LM02 AAF78847 BAB08698 AAG28462 AAM53274 AAN15377 SMT1 (STEROL METHYLTRANSFERASE 1)/SMT1_ARATH Cycloartenol-C-24-methyltransferase (24-sterol C-methyltransferase 1) (Sterol C-methyltransferase 1) (STEROL METHYLTRANSFERASE 1)

AAM53553 Arabidopsis thaliana cephalopod "Landsberg erecta"
AAB62812 Ricinus communis S-adenosyl-methionine-sterol-C- methyltransferase
AAZB83345 Gossypium hirsutum 24-sterol C-methyltransferase
AABO04057 Glycine max S-adenosyl-L-methionine:delta24-sterol-C-methyltransferase
AAC35787 Nicotiana tabacum S-adenosyl-methionine cycloartenol-C24-methyltransferase
AAC34951 Nicotiana tabacum S-adenosyl-methionine-sterol-C- methyltransferase
AAB37769 Triticum aestivum AAB49338 delta-24-sterol methyltransferase/delta-24-sterol methyltransferase
XP_477078 Oryza sativa (japonica cultivar-group) Q6ZIX2 Oryza sativa AAC34988 Oryza sativa (japonica cultivar-group) BAC83238 cycloartenol-C24-methyltransferase/SMT1_ORYSA Cycloartenol-C-24-methyltransferase 1 (24-sterol C-methyltransferase 1) (S
AAB70886 Zea mays AAC04265 endosperm C-24 sterol methyltransferase/(S)-adenosyl-L-methionine:delta 24-sterol methyltransferase
AAX96798 Oryza sativa (japonica cultivar-group) ABA92789 hypothetical protein LOC_Os11g19140/hypothetical protein LOC_Os11g19140
XP_470035 Oryza sativa (japonica cultivar-group) AAP21419 putative endosperm C-24 sterol methyltransferase/putative endosperm C-24 sterol methyltransferase chromosome 3
Ppa_SMT1_1_1
Smo_SMT1_13_2 Smo_SMT1_1_1
34 96 XP_822930 Trypanosoma brucei TREU927 EAN78102 Trypanosoma brucei CAJ16958 AAZ40214 Trypanosoma brucei brucei sterol 24-c-methyltransferase/sterol 24-c-methyltransferase, putative /s-adenosyl-L-methionine-c-24-delta-sterol-methy It ransferase a, p
4|I[XP780271 6 Trypanosoma cruzi strain CL Brener XP_802811 EAN81270 Trypanosoma cruzi EAN81365 sterol 24-c-methyltransferase/sterol 24-c-methyltransferase /sterol 24-c-methyltransferase, putative /sterol 24-c-methyltransferase, putative
99 XP_802864 Trypanosoma cruzi strain CL Brener EAN81418 Trypanosoma cruzi sterol 24-c-methyltransferase/sterol 24-c-methyltransferase, putative
30 100 CAJ09196 Leisl'vmanialmajor CAJ99197 sterol 24-c-methyltransferas9, putative/sterol 24-c-methyltransferase, putative o
|-—AAR92098 Leishmania donovani AAR92099 S-adenosyl-L-methionine-C-24-delta-sterol-methyltransferase A/S-adenosyl-L-methionine-C-24-delta-sterol-methyltransferase B
60 gnl|[CMER|CMP275C_probable_24-sterol_C-methyltransferase
——1 XP_636481 Dictyostelium discoideum AX4 EAL62977 Dictyostelium discoideum hypothetical protein DDB0188166/hypothetical protein DDB0188166
XP_366350 Magnaporthe grisea 70-15 EAQ70709 hypothetical protein MG10568.4/hypothetical protein MGG_ch7g116
XP_965392 Neurospora crassa N150 XP_330193 Neurospora crassa Q9P3R1 CAB97289 EAA36156 probable DELTA(24)-STEROL C-METHYLTRANSFERASE/probable DELTA(24)-STEROL C-METHYLTRANSFERASE /ERG6_NEUCR Sterol 24-C-methyltransferase (Delta(24)-sterol C-methyltr
XP_382959 Gibberella zeae PH-1 EAA70778 hypothetical protein FG02783.1/hypothetical protein FG02783.1
EAQ89522 Chaetomium globosum CBS 148.51 conserved hypothetical protein
BAE64809 Asperqillus oryzae unnamed protein product
XP_746550 Aspergillus fumigatus Af293 EAL84512 sterol 24-c-methyltransferase/sterol 24-c-methyltransferase, putative

93

41 29 XP_664750 Aspergillus nidulans FGSC A4 EAA61398 hypothetical protein AN7146.2/hypothetical protein AN7146.2
100 XP_361872 Magnaporthe grisea 70-15 Q5EN22 Magnaporthe grisea AAX07631 hypothetical protein MG04346.4/ERG6_MAGGR Sterol 24-C-methyltransferase (Delta(24)-sterol C-methyltransferase)/sterol 24-C-methyltransferase-like protein
XP_360548 Magnaporthe grisea 70-15 hypothetical protein MG10860.4
XP_385916 Gibberella zeae PH-1 EAA75815 hypothetical protein FG05740.1/hypothetical protein FG05740.1
100 r—AAKO00294 Pneumocystis carinii sterol methyl transferase
IQ96WX4 Pneumocystis carinii AAK54439 ERG6_PNECA Sterol 24-C-methyltransferase (Delta(24)-sterol C-methyltransferase)/S-adenosyl methionine:sterol methyl transferase
100 XP_459253 Debaryomyces hansenii CBS767 Q6BRB7 Debaryomyces hansenii CAG87427 Debaryomyces hansenii CBS767 hypothetical protein DEHAOD19151g/ERG6_DEBHA Sterol 24-C-methyltransferase (Delta(24)-sterol C-methyltransferase)/unnamed protein product
87, Q875K1 Clavispora lusitaniae AAO21936 ERG6_CLALS Sterol 24-C-methyltransferase (Delta(24)-sterol C-methyltransferase)/S-adenosylmethionine:D24-methyltransferase
3 XP_721708 Candida albicans SC5314 XP_721588 074198 Candida albicans AAC26626 EAL02792 Candida albicans SC5314 EAL02920 SAM:delta 24-methyltransferase/SAM:delta 24-methyltransferase /ERG6_CANAL Sterol 24-C-methyltransferase (Delta(24)-sterol C-met
XP_505173 Yarrowia lipolytica CLIB122 Q6C2D9 Yarrowia lipolytica CAG77980 Yarrowia lipolytica CLIB122 hypothetical protein/ERG6_YARLI Sterol 24-C-methyltransferase (Delta(24)-sterol C-methyltransferase) /Junnamed protein product
NP_984292 Eremothecium gossypii Q759S7 AAS52116 Ashbya gossypii ATCC 10895 ADR196Wp/ERG6_ASHGO Sterol 24-C-methyltransferase (Delta(24)-sterol C-methyltransferase)/ADR196Wp
69 37 XP_451076 Kluyveromyces lactis NRRL Y-1140 Q6CYB3 Kluyveromyces lactis CAH02664 Kluyveromyces lactis NRRL Y-1140 unnamed protein product/ERG6_KLULA Sterol 24-C-methyltransferase (Delta(24)-sterol C-methyltransferase)/unnamed protein product
| 94 100 ~AAX73199 Candida glabrata C24 sterol methyltransferase
XP_446997 Candida glabrata CBS 138 Q6FRZ7 Candida glabrata CAG59930 Candida glabrata CBS 138 AAX73200 Candida glabrata unnamed protein product/ERG6_CANGA Sterol 24-C-methyltransferase (Delta(24)-sterol C-methyltransferase)/unnamed protein produ
77 NP_013706 Saccharomyces cerevisiae P25087 CAA37826 CAA52308 AAB31378 CAA89944 Delta(24)-sterol C-methyltransferase, converts zymosterol to fecosterol in the ergosterol biosynthetic pathway by methylating position C-24; Ergép/ERG6_YEAST Sterol 24-C-me
PG BAE61033 Asperqgillus oryzae unnamed protein product
_‘I—NP7595787 Schizosaccharomyces pombe 972h- 014321 Schizosaccharomyces pombe CAB16897 BAA13793 hypothetical protein SPBC16E9.05/ERG6_SCHPO Sterol 24-C-methyltransferase (Delta(24)-sterol C-methyltransferase) /SPBC16E9.05 /unnamed protein product
96 XP_568887 Cryptococcus neoformans var. neoformans JEC21 EAL22628 Cryptococcus neoformans var. neoformans B-3501A AAW41580 Cryptococcus neoformans var. neoformans JEC21 sterol 24-C-methyltransferase/hypothetical protein CNBB2600 /sterol 24-C-methy
_|:XP7759329 Ustilago maydis 521 EAK84412 hypothetical protein UM03182.1/hypothetical protein UM03182.1
7882_Cre
100 Smo_SMT1_11_1
30 93 Smo_SMT1_10_1
082427 Oryza sativa AAC34989 Oryza sativa (japonica cultivar-group) SMT2_ORYSA 24-methylenesterol C-methyltransferase 2 (24-sterol C-methyltransferase 2) (Sterol-C-methyltransferase 2)/24-methylene lophenol C24(1)methyltransferase
88 61 AAB62807 Nicotiana tabacum S-adenosyl-methionine-sterol-C-methyltransferase homolog
100 ~AAB62809 Arabidopsis thaliana S-adenosyl-methionine-sterol-C-methyltransferase
AT1G76090 = NP_177736 Q94JS4 AAK52981 AAM47339 SMT3; S-adenosylmethionine-dependent methyltransferase/SMT3B_ARATH 24-methylenesterol C-methyltransferase 3 (24-sterol C-methyltransferase 3) (Sterol-C-methyltransferase 3)/At1g76090/T23E18_40 /At1g7609
19 80 AT1G20330 = NP_173458 Q39227 2207220A CAA61966 AAF88156 AAG48780 AAK76716 AAM45009 AAM63753 AAM91592 AAN31890 AAN72104 SMT2 (STEROL METHYLTRANSFERASE 2)/SMT2_ARATH 24-methylenesterol C-methyltransferase 2 (24-sterol C-methyltransferase 2) (Sterol-C-
AAB62808 Nicotiana tabacum S-adenosyl-methionine-sterol-C- methyltransferase
7+—Ppa_SMT1_5_1
&Eppa_smuu
14 Ppa_SMT1_12_1
EAQ92880 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_01115

XP_643680 Dictyostelium discoideum AX4 EAL69745 Dictyostelium discoideum hypothetical protein DDB0202574/hypothetical protein DDB0202574
34 100 —CAEB9462 Caenorhabditis briggsae Hypothetical protein CBG15658

L——NP_497549 Caenorhabditis elegans AAD12813 H14E04.1/Hypothetical protein H14E04.1
XP_965096 Neurospora crassa N150 XP_331701 Neurospora crassa EAA35860 hypothetical protein/hypothetical protein /hypothetical protein

100 3 XP_751906 Aspergillus fumigatus Af293 EAL89868 S-adenosyl-methionine-sterol-C- methyltransferas/S-adenosyl-methionine-sterol-C- methyltransferas
93 BAES59146 Aspergillus oryzae unnamed protein product
XP_659218 Aspergillus nidulans FGSC A4 EAA64734 hypothetical protein AN1614.2/hypothetical protein AN1614.2
73 I ZP_01165185 Oceanospirillum sp. MED92 EAR62537 Methylase involved in ubiquinone/menaquinone biosynthesis-like /Methylase involved in ubiquinone/menaquinone biosynthesis-like

L YP_343033 Nitrosococcus oceani ATCC 19707 ABA57503 Methylase involved in ubiquinone/menaquinone biosynthesis-like /Methylase involved in ubiquinone/menaquinone biosynthesis-like
99 ZP_00672815 Trichodesmium erythraeum IMS101 EAO28709 similar to Cyclopropane fatty acid synthase and related methyltransferases/similar to Cyclopropane fatty acid synthase and related methyltransferases
48 NP_898004 Synechococcus sp. WH 8102 CAE08428 putative sarcosine-dimethylglycine methyltransferase/putative sarcosine-dimethylglycine methyltransferase
_| 79 | AAF87203 Halorhodospira halochloris sarcosine-dimethylglycine methyltransferase
AAF87204 Actinopolyspora halophila glycine-sarcosine-dimethylglycine methyltransferase
70 BAC57432 Suaeda japonica phosphoethanolamine N-methyltransferase
AD80838 Atriplex nummularia phosphoethanolamine N-methyltransferase

5 3 9M571 Spinacia oleracea AAF61950 PEAMT_SPIOL Phosphoethanolamine N-methyltransferase/phosphoethanolamine N-methyltransferase
BAEQ7178 Beta vulgaris phosphoethanolamine N-methyltransferase

100

BAC57960 Aster tripolium phosphoethanolamine N-methyltransferase

87

9 196525 Arabidopsis thaliana AAF79705 F96525 protein TIN15.23/T1N15.23
NP_930334 Photorhabdus luminescens subsp. laumondii TTO1 CAE15476 hypothetical protein plu3102/unnamed protein product
100 —NP_662628 Chlorobium tepidum TLS AAM72970 methlytransferase, UbiE/COQ5 family /methyltransferase, UbiE/COQ5 family
L————7P 00588635 Pelodictyon phaeoclathratiforme BU-1 EAN26211 UbiE/COQ5 methyltransferase /UbiE/COQ5 methyltransferase
50 YP_269982 Colwellia psychrerythraea 34H AAZ25903 methyltransferase, UbiE/COQS5 family /methyltransferase, UbiE/COQS5 family
96 74 YP_167471 Silicibacter pomeroyi DSS-3 AAV95511 hypothetical protein SPO2245/conserved domain protein

I NP_103184 Mesorhizobium loti MAFF303099 BAB48970 probable sterol methyltransferase/probable sterol methyltransferase
ZP_00522248 Solibacter usitatus Ellin6076 EAM58673 similar to Methylase involved in ubiquinone/menaquinone biosynthesis /similar to Methylase involved in ubiquinone/menaquinone biosynthesis

Ins

6 41
% ZP_00600104 Rubrobacter xylanophilus DSM 9941 EAN36800 similar to Methylase involved in ubiquinone/menaquinone biosynthesis /similar to Methylase involved in ubiquinone/menaquinone biosynthesis
36 YP_385900 Geobacter metallireducens GS-15 ABB33175 hypothetical protein Gmet_2958/conserved hypothetical protein
99 I ZP_01106929 Flavobacteriales bacterium HTCC2170 EAR00977 SAM-dependent methyltransferase/SAM-dependent methyltransferase
Al L ZP_01120525 Robiginitalea biformata HTCC2501 EAR17053 SAM-dependent methyltransferase/SAM-dependent methyltransferase
YP_434823 Hahella chejuensis KCTC 2396 ABC30398 SAM-dependent methyltransferase/SAM-dependent methyltransferase

86 ZP_00309576 Cytophaga hutchinsonii COG0500: SAM-dependent methyltransferases
I YP_112622 Methylococcus capsulatus str. Bath AAU90751 methyltransferase, UbiE/COQ5 family /methyltransferase, UbiE/COQ5 family
100 XP_359876 Magnaporthe grisea 70-15 hypothetical protein MG04901.4
EXP 323469 Neurospora crassa XP_961285 Neurospora crassa N150 CAC28777 Neurospora crassa EAA32049 hypothetical protein/hypothetical protein /conserved hypothetical protein /hypothetical protein
XP_390917 Gibberella zeae PH-1 EAA74998 hypothetical protein FG10741.1/hypothetical protein FG10741.1

7580_Cre AAQ55554 Chlamydomonas reinhardtii MPBQ/MSBQ transferase cyanobacterial type
7 ———YP_292264 Prochlorococcus marinus str. NATL2A AAZ58561 UbiE/COQS5 family methyltransferase /UbiE/COQ5 family methyltransferase

7 NP_876052 Prochlorococcus marinus subsp. marinus str. CCMP1375 AAQ00705 ubiE/COQS5 family methyltransferase /ubiE/COQ5 family methyltransferase
15 -@895612 Prochlorococcus marinus str. MIT 9313 CAE21960 SAM (and some other nucleotide) binding motif/SAM (and some other nucleotide) binding motif

95

15

ZP_01006538 Prochlorococcus marinus str. MIT 9211 EAQ10276 ubiE/COQ5 family protein methyltransferase /ubiE/COQ5 family protein methyltransferase

NP_893622 Prochlorococcus marinus subsp. pastoris str. CCMP1986 CAE19964 SAM (and some other nucleotide) binding motif/SAM (and some other nucleotide) binding motif
99 YP_398093 Prochlorococcus marinus str. MIT 9312 ABB50657 SAM (and some other nucleotide) binding motif precursor/SAM (and some other nucleotide) binding motif precursor
36 ——YP_378026 Synechococcus sp. CC9902 ABB26983 probable sterol-C-methyltransferase/probable sterol-C-methyltransferase
52 YP_380648 Synechococcus sp. CC9605 ABB34093 probable sterol-C-methyltransferase/probable sterol-C-methyltransferase
ZP_01084704 Synechococcus sp. WH 5701 EAQ75393 probable sterol-C-methyltransferase/probable sterol-C-methyltransferase
ZP_01080872 Synechococcus sp. RS9917 EAQ68605 probable sterol-C-methyltransferase/probable sterol-C-methyltransferase
ZP_01123458 Synechococcus sp. WH 7805 EAR19142 probable sterol-C-methyltransferase/probable sterol-C-methyltransferase
NP_898232 Synechococcus sp. WH 8102 CAE08656 probable sterol-C-methyltransferase/probable sterol-C-methyltransferase
———NP_441807 Synechocystis sp. PCC 6803 BAA18485 sterol-C-methyltransferase/sterol-C-methyltransferase
92 2 YP_399615 Synechococcus elongatus PCC 7942 YP_171637 Synechococcus elongatus PCC 6301 BAD79117 ABB56628 Synechococcus elongatus PCC 7942 delta(24)-sterol C-methyltransferase/delta(24)-sterol C-methyltransferase /delta(24)-sterol C-methyltransfera
94 ZP_00671999 Trichodesmium erythraeum IMS101 EAO28970 similar to Methylase involved in ubiquinone/menaquinone biosynthesis /similar to Methylase involved in ubiquinone/menaquinone biosynthesis
80 69 ZP_00515304 Crocosphaera watsonii WH 8501 EAM51621 probable delta(24)-sterol C-methyltransferase/probable delta(24)-sterol C-methyltransferase

100 YP_321597 Anabaena variabilis ATCC 29413 ABA20702 Cyclopropane-fatty-acyl-phospholipid synthase/Cyclopropane-fatty-acyl-phospholipid synthase
1 _

96

49

486161 Nostoc sp. PCC 7120 BAB73820 hypothetical protein all2121/all2121

NP_682516 Thermosynechococcus elongatus BP-1 BAC09278 delta(24)-sterol C-methyltransferase/delta(24)-sterol C-methyltransferase

YP_477217 Synechococcus sp. JA-2-3B'a(2-13) ABD01954 cyclopropane-fatty-acyl-phospholipid synthase family protein/cyclopropane-fatty-acyl-phospholipid synthase family protein

YP_473658 Synechococcus sp. JA-3-3Ab ABC98395 cyclopropane-fatty-acyl-phospholipid synthase family protein/cyclopropane-fatty-acyl-phospholipid synthase family protein
gnl|CMER|CMT560C_probable_delta(24)-sterol_C-methyltransferase

7¢8mo_SMT1_3_1 Smo_SMT1_7_1
100 Smo_SMT1_5_1
100 Smo_SMT1_19_1

Smo_SMT1_4_1
44 3820_Cre CAI59122 Chlamydomonas reinhardtii gamma-tocopherol methyltransferase
AAX63740 Medicago truncatula gamma tocopherol methyltransferase
AAO13806 Brassica oleracea gamma-tocopherol methyltransferase
97rAAM64696 Arabidopsis thaliana gamma-tocopherol methyltransferase
AADO02882 Arabidopsis thaliana gamma-tocopherol methyltransferase
AAM94332 Sorghum bicolor putative gamma-tocopherol methyltransferase
AAZ67143 Triticum aestivum gamma tocopherol methyltransferase
XP_467331 Oryza sativa (japonica cultivar-group) XP_506924 BAD07529 putative gamma-tocopherol methyltransferase/PREDICTED OJ1111_E07.25 gene product /putative gamma-tocopherol methyltransferase
AAX63899 Glycine max gamma-tocopherol methyltransferase
AAY52459 Lotus japonicus gamma-tocopherol methyltransferase
AAL36933 Perilla frutescens gamma-tocopherol methyltransferase
99 HA8852798 Helianthus annuus gamma-tocopherol methyltransferase

40

47 27

BB52800 Helianthus annuus ABB52801 ABB52802 ABB52803 gamma-tocopherol methyltransferase/gamma-tocopherol methyltransferase /gamma-tocopherol methyltransferase /gamma-tocopherol methyltransferase
ABB52799 Helianthus annuus gamma-tocopherol methyltransferase
Ppa_SMT1_15_1
:1 100 gSmofsMﬁ 141
mo_SMT1_17_1
NP_926036 Gloeobacter violaceus PCC 7421 BAC91031 gamma-tocopherol methyltransferase/gamma-tocopherol methyltransferase
94 YP_478603 Synechococcus sp. JA-2-3B'a(2-13) ABD03340 cyclopropane-fatty-acyl-phospholipid synthase family protein/cyclopropane-fatty-acyl-phospholipid synthase family protein
YP_475654 Synechococcus sp. JA-3-3Ab ABD00391 cyclopropane-fatty-acyl-phospholipid synthase family protein/cyclopropane-fatty-acyl-phospholipid synthase family protein
73 ZP_00671593 Trichodesmium erythraeum IMS101 EAO29755 similar to Cyclopropane fatty acid synthase and related methyltransferases/similar to Cyclopropane fatty acid synthase and related methyltransferases
NP_442492 Synechocystis sp. PCC 6803 BAA10562 delta(24)-sterol C-methyltransferase/delta(24)-sterol C-methyltransferase
20 97 ZP_00110362 Nostoc punctiforme PCC 73102 COG0500: SAM-dependent methyltransferases
NP_485843 Nostoc sp. PCC 7120 YP_325298 Anabaena variabilis ATCC 29413 BAB73502 Nostoc sp. PCC 7120 ABA24403 Anabaena variabilis ATCC 29413 gamma-tocopherol methyltransferase/Cyclopropane-fatty-acyl-phospholipid synthase /gamma-tocopherol m
ZP_00518612 Crocosphaera watsonii WH 8501 EAM48310 similar to Methylase involved in ubiquinone/menaquinone biosynthesis /similar to Methylase involved in ubiquinone/menaquinone biosynthesis
AAD28458 Streptomyces lavendulae MitN
35 ABA29783 Cystobacter fuscus MmxM

54

39 ABCB84455 Streptomyces violaceusniger NigE
4 76 BAC55218 Streptomyces sp. TP-A0274 methyltransferase
I AAD28459 Streptomyces lavendulae MitM

17 100 —AAY88923 Saccharopolyspora pogona BusF
— 59 L—AAG23267 Saccharopolyspora spinosa methyltransferase-like protein
BAC55213 Streptomyces sp. TP-A0274 methyltransferase
82 AAG42853 Streptomyces nogalater SnogM
ZP_00573171 Frankia sp. EANT1pec EAN12579 UbiE/COQ5 methyltransferase /UbiE/COQ5 methyltransferase
11 97 I NP_822112 Streptomyces avermitilis MA-4680 BAA84602 Streptomyces avermitilis BAC68647 Streptomyces avermitilis MA-4680 C5-O-methyltransferase/C5-O-methyltransferase /C5-O-methyltransferase
L——AAR15334 Streptomyces griseochromogenes C5-O-methyltransferase
L 27 AAOB5792 Streptomyces cinnamonensis monensin 3-O-methyl transferase; MonE
26 NP_851450 Streptomyces rochei BAC76486 putative NDP-hexose 3-O-methyltransferase/putative NDP-hexose 3-O-methyltransferase

32 CAC93718 Lechevalieria aerocolonigenes BAC10678 AAN01212 BAC15754 putative methyltransferase/putative D-glucose O-methyltransferase /methyltransferase /RebM
AACO01738 Amycolatopsis mediterranei C-27 O-methyltransferase

0.100

AT1G73600 = NP_177501 Q9C6B9 H96762 AAG51806 AAG52075 S-adenosylmethionine-dependent methyltransferase/methyltransferase/phosphoethanolamine N-methyltransferase /PEAM3_ARATH Putative phosphoethanolamine N-methyltransferase 3/H96762 hypothetical prot

AT1G48600 = NP_973993 NP_175293 Q944H0 AAL16223 AAL36222 AAM91745 S-adenosylmethionine-dependent methyltransferase/methyltransferase/phosphoethanolamine N-methyltransferase /S-adenosylmethionine-dependent methyltransferase/methyltransferase/phosphoe



